O6J1ikoBa KapTKa [IiP

Image not found or type unknow

I. 3arasibHi BimOMOCTI

Jep>kaBHHH 00J1iKOBHI HOMep: 0221U107203
Jep>kaBHUH peecTpauiliHUI HOMeP: 0121U113744
Oco06J1uBi TO3HAYKHU: Binkpura

JaTa peecrtpamnii: 29-12-2021

II. Etran BukoHnauus JiP

Homep eramny: 1

Ha3sBa eramny: Oinorenernynuii aHasi3 opToMiKCcOBIpyCiB i30/1b0BaHMX B YKpaiHi Bif AUKKX [ITaXiB
IToyaToK eramy: 11.2021

3akiHyeHHs eTamy: 12.2021

Bupz 3BiTHOTO AOKYMEHTA: OCTaTOYHUM 3BIT

I11. BizomocTi npo BuKoHaBus JIiP

TloBHe HaliMeHYBaHHs IOPHAHYHOI 0coou (a6o ITIB PpizuuHO0i 0c06H): HaujoHanbHuit HayKOBHIA

LEeHTP "[HCTUTYT eKCIIEpUMEHTAJIbHOI 1 KIIiHIYHOI BeTEpMHAPHOI MEIULMHNA"

Kopg 3a €IPIIOY: 00497087

Micue3Haxoa>KeHHS: By [Tymkincebka, 6yn. 83, M. Xapkis, XapKiBcbKuii p-H., XapkiBcbka 0671, 61023, Ykpaina
dopma ByracHoOCTI:

Cdepa ynpaBiriHHS: HaujonasnpHa akazemis arpapHux HayK YKpaidu

Inentudikarop ROR: He zacrocosyerbcs

Po3mip opranisamii:

Tenedon: 380577041090

IV. BimomocrTi nipo ciiBBUKOHaBIIiB [IiP



V. BimomocrTi npo 3amoBHHKa [IiP

IloBHe HaliMeHYBaHHS IOPUIUYHOI 0coou (a6o ITIB ¢izuyHO0i 0c00H): MinicTepcTBO OCBiTH i HayKK

Ykpainu

Kog, 3a EJPIIOY: 38621185

Micuesnaxo,szeHHa: npocnekt I[lepemoruy, 6yz. 10, M. Kuig, 01135, Ykpaina
dopma BaacHOCTI:

Cdepa ynpaBiriHHS: KaGiser MiicTpis YkpaiHu

ImenTudikarop ROR: He zacrocoyerbcs

Poamip opranisanii:

TenedoH: 380444813221

VI. I>kepeJia, HanpsiMHu Ta oocsiru pinaHcyBaHHs JIiP

IlincraBa ojist npoBeaeHHs [iP: 34 - norosip (3aMOBJIEHHS) 3 IEHTPaTbHUM OPraHOM BUKOHABYOI BIajy,

akazemielo HaykK (TOJIOBHUMM PO3NOPSIHUKAMU OI0pKETHUX KOWITIB Ha TposefeHHs HIIJIKP)

Hampsam (l)iHchyBaHHﬂ: 2.1 - pyHIaMeHTabHI JOCIIIPKEHHS
I>kepesia piHaHCYBaHHS

7713 - KOWTH ep>KO0I0A KeTy

Kopg, nporpamuoi kinacudikarnii BuzaTkis i KpegurysaHHs (KIIKBK): 2201380

dakTuyHHi 06car ¢piHancyBaHHS (THC. rpH.): 100.000




VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

dinoreneTnyHMi aHasi3 30yAHUKIB 0CO6MBO HebesneuyHnx xBopob ntuli (Orthomyxoviruses) B Ykpaini ta

BUBYEHHS iX 3B A3KiB 3i 36yiHUKaMu 3 €Bporeiicbkoro Cowsy

Ha3sBa po60oTH aHIJIiHCBHKOIO:

Phylogenetic analysis of emerging avian pathogens (Orthomyxoviruses) found in Ukraine and their connection with
findings in the European Union

Pedepar yKpaiHCBKOIO:

[TpoBepneni ekcneguuiiiHi BUi3au 1151 Binbopy 3pasKiB 6i0JI0riYHOro Matepiasy Bif JUKUX MTaXiB i 4ac OCiHHBO]
Mirpauii Ta 3umisii ceaony 2020-2021 pokiB B XepCOHCBKiH 06J1acTi. 3ilicCHEHi BipyCOJIOTiYHi JOCTiIKeHHS
6iosI0riYHOrO MaTepiainy Bif, AMKUX NTaxiB 10 BUAIB, 0 HajsexaTh 7o poguHu Anatidae, psay ANSERIFORMES, sxuit
OyJ10 3i6paHo B Iepiof, OciHHBOI Mirpauii Ta 3umisii cezony 2020-2021 pokiB. 3a pe3yabTaTamMu BipyCOJIOTIYHUX
IOCJiIKeHb Bifi JUKUX NTaxiB BULNIEHO 15 reMarjloTUHYIOUHUX i30J15TiB. Yci Bipycu 6y/M i30/1b0BaHi 3 6i0j10riyHOro
MaTtepiany, BiliopaHOTo Bif KPW>KHIB, I'yCKU 61710510601 Ta Ka3apKy YEPBOHOBOJIOI ITif] 4ac OCiHHBOI Mirpariii Ta
3uMiBJii. 3a nepiog 2019-2021 pokiB Bif IMKKX Ka4OK 18 BB y MiBIeHHOMY perioHi YKkpainu 3i6paHo 867 3paskiB
6iosioriyHoro marepiasny. I[Ipu BipycoJIOriYHOMY JOCII)KEHHI BUiJIEHO 55 reMaryjloTHHYIOUNX i30J151Ta, 3 IKUX 38
TUIIOBAHO SIK Bipycu rpuny. B 2019-2021 pokax cninbHO 3 IHcTuTyTOM Opinpixa Jibodepa nposeneHo
IIOBHOT€HOMHE CE€KBEHYBaHHsI 75 OPTOMIKCOBIpYCiB, i3071b0BaHuX B 2010-2020 pokax Ta IpOBeLEeHO
dinoreneTMYHUN aHai3 yKpaiHCHKUX BipyCiB y MOPiBHSIHHI 3 eBpornelicbkkumu Bipycamu. B 2021 poui nposeneHo
GdinoreHeTMYHMI aHasli3 HOBUX YKPAiHChKUX BipycCiB rpuny miarumny H7, SKuil 103BOJIMB BCTAHOBUTHU €BPa3ilicbKe
[MOXOJKEHHS YKPaiHChKUX BipyciB. HykneotugHi nocaigoBHocTi reHis HA, NA yKpaiHCbKUX BipycCiB IpuIly NigTUIIB

H7 ony6iikoBaHi B MbkHapoHil 6a3i sannx GenBank.

Pedepar aHI1iliCbKOIO:

Field trips were organized for sampling of biological material from wild birds during the autumn migration and
wintering of the 2020-2021 season in the Kherson region. Virological studies of biological material were provided
from wild birds of 10 species belonging to the family Anatidae, order Anseriformes, which was collected during the
autumn migration and wintering season 2020-2021. According to the results of virological studies, 15
hemagglutinating isolates were isolated from wild birds. All viruses were isolated from biological material selected
from mallards, white-fronted geese and red-headed geese during autumn migration and wintering. During the
period 2019-2021, 867 samples of biological material were collected from wild ducks of 18 species in the southern
region of Ukraine. Virological examination revealed 55 hemagglutinating isolates, of which 38 were typed as
influenza viruses. During 2019-2021, together with the Friedrich Lofler Institute, a full-genome sequencing of 75
orthomyxoviruses isolated in 2010-2020 and phylogenetic analysis of Ukrainian viruses in comparison with
European viruses was performed. In 2021, a phylogenetic analysis of new Ukrainian influenza viruses of the H7
subtype was conducted, which allowed to establish the Eurasian origin of Ukrainian viruses. Nucleotide sequences
of HA, NA genes of Ukrainian influenza viruses of H7 subtypes are published in the international database GenBank.

Inpekc YIK: 619:578, VIIK 619:616.98-078:578.832:577.2.08:636.5:061.1€C(477)
Koau TemaTHYHHUX PYOPHK: 68.41.32

KepiBHHUKH po6OTH

BiacHe IlIpizBuie Im'sa I10-6aThKOBI: Mysuka Jlenuc BacuiboBud
HayKoBHI CTYIiHB: 1. BeT. H.

BueHe 3BaHHS: c.H.C.



InenTudikarop ORCID ID:

JoparkoBa iHdpopmamnist:

VIII. HaykoBa (HayKoBO-TexHiYyHa) npoayKuis (HTII)

IX. Bi6siorpadivyHuii onuc

X. 3aKkJ1I04Hi BiZzoMocCTi

KepiBHHK IOPHANYHOI 0COOH

IlepeJtik 0Cci0O-BHKOHABIIiB

Mysuka Haranisgs MukosaiBHa
(x. BET. H., 16.00.03)

Pysa Onekcanap Mukosanosmny

(k. BET. H.)

Crernit AHTOH Bopucosuy

(k. BET. H.)

Trayenko CemeH BosogumupoBuy

(x. BET. H.)

Ycosa Jlapuca IleTpiBHa

(k. BET. H.)

BignoBigasibHUIH 3a HiATOTOBKY

00JIiKOBUX JOKYMEHTIB
Tenedon

PeecTpartop

KepiBHuk Bigginy YKpIHTEI, mpo €
BiZIOBiZaJIbHUM 32 peECTpallil0o HAyKOBOIi

OisSIIBHOCTI

Crerniit Bopuc TumoddiitoBny
I.BeT.H., 16.00.08

Kosasnenko Jlapuca BosnogumupisHa

+38 (057) 707-20-27




