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VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

DyHKIiOHAJIbHA XapaKTePUCTHKA HOBOTO IIPOTHOCTUYHOI0 MapKepa paKy MoJsIoyHoi 3a103u ITSN2

Ha3sBa po6oTH aHIJIilICbKOIO:

Functional characterization of novel prognostic breast cancer marker ITSN2

PedepaT ykpaiHCbKOIO:

OTpumaHa QyHKIiOHaJIbHA XapaKTEPUCTUKA MaJIO AOCII’KeHOTo 6inka poauHY iHTepceKTuHiB - ITSN2 cBimunuTh
1po (popMyBaHHS KOMILJIEKCIB 3 mapasiorivHum 6inkom ITSN1 Ta HasBHICTh CHiNBHUX 3 HUM Jliraiis. B xoxi
IoCHinKeHHs 6y/u ineHTUdikoBaHi HOBI 6iNKM-TIapTHEPM i IiATBEPKEHO B3aeMO/IiI0 3 HUMHU in vivo Ta in vitro.
Bussneno cnenudiyne pocpopumosanns ITSN2, o 3abesnedye 1oro BrizHaBaHHS SH2-BMicCHUMU 6iKaMHU i
NOB's13aHe 3 QYHKLIOHAJIBHUM PO3XODKEHHSIM iHTepceKTHHIB. [TokazaHa yyacts ITSN2 B perymsuii nuHamiku
aKTUHOBOI'O IIUTOCKEJIETY Iifl Yac paHHbOI'O eMOPIOHANIBHOTO PO3BUTKY. BuBUEHHSI piBHS eKcIpecii KOpoTKoi Ta
noBroi isogopm ITSN2 y 71 3pa3Ky nyxJIMH MOJIOYHO] 3aJ103U CBiIUMTb [1PO KOPEJISILIiI0 HU3bKOTO BMiCTy KOPOTKO]
isopopmu ITSN2 y nyxnuHax 3 HERZ /neu-no3utuBHUM cTaTycoM Ta y ER /PR-IO3UTUBHYX MyXJIMHAX MALIIE€HTIB 3

MeTacTa3aMu B JIiM(OBY3JIax, 0 MOXKe 6YTU OAHUM 3 TPOTHOCTUYHUX MAPKEPiB LIbOTO 3aXBOPIOBAHHSL.

Pedepar aHI1iliCHKOIO:

Results of functional characterization of poorly investigated member of intersectin protein family, ITSN2,
demonstrated existence of heterooligomeric complex with paralogous ITSN1 protein and the existence of their
common ligands. The study shows new ITSNs protein-protein interactions which were confirmed in vitro and in
vivo. Specific phosphorylation of ITSN2 mediates its recognition by SH2 domain-containing proteins and could be
linked with function divergence of intersectins. A role of ITSN2 in regulation of actin remodeling during
embryogenesis was shown. Analysis of expression of short and long ITSN2 isoforms in 71 sample of breast cancer
indicates correlation between low expression level of ITSN2 short isoform with HER2 /neu-positive status of
tumour and with metastases in the lymph nodes in patients with ER /PR-positive tumours patients, which can be
one of prognostic markers of the disease.
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VIII. HaykoBa (HayKoBo-TexHiuHa) npoaykuist (HTII)

Haszsa HTII ykpaiHCBKOIO: Metouku GyHKIOHAIBHOI XapAaKTEPUCTUKY HOBOTO IIPOTHOCTMYHOTO MapKepa

Paky MOJIOYHOI 3ay103u ITSN2

Hazpa HTII anriiicbKo10: Methods functional description of a new prognostic marker of breast cancer
ITSN2

HTII, sixy nepen6a4asiocsi CTBOPUTH:

IIpuunnn, yepe3s aki HTII He Gysi0 cTBOpeHO:

OTpuMaHi pe3yJIbTaTH: nosinmeHHs eGEKTUBHOCTI JIarHOCTHKY Ta JIiKYBaHHS XBOPHX
l'asy3p 3aCTOCYBaHHS: meauunHa

PeecTpaiifiHuii HOMep KapTKH T€XHOJIOT1i:

Onuc HTII: Meroio nanoro npoekry 6ys10 nociimkeHHs GpyHKIIOHAIPHUX XapaKTEPUCTHK a/IalITOPHOTO Gijika
inTecextuny 2 (ITSN2) moauHM, SIKUH € NOTEHLIMHAM [IPOTHOCTUYHUM MapKepoM paKy MOJIOYHOi 3a/1034. B xoni
IociinkeHHs 6ynu ineHTrdikoBaHi HOBI 6inku-tapTHepH, Repsl, POBI, Sema6A Ta SPRY2, siKi € criiibHUMHU 17151
000X iHTepCceKTHHIB. BusBieHno cneuudivyne pochopumonanns [TSN2, mo 3abesneuye ioro BnisHaBaHHS SH2-
BMICHUMM 6i/IKaMU i OB's13aHe 3 PYHKIiOHAJIBHUM PO3XO[KEHHSIM iHTepceKTUHIB. [TokazaHa yyacTtb ITSN2 B
peryJsisiii [uHamikKu aKTHHOBOTO LIUTOCKEJIETY IIiJl 4yac paHHbOTO €MOPiOHATILHOTO PO3BUTKY. BUBUEHHSI piBHS
ekcrpecii KopoTkoi Ta 1oBroi i3odopm ITSN2 y 71 3pa3Ky [yxJIMH MOJIOYHOI 3371031 CBiUNTh IIPO KOPEJIALII0
HU3BbKOT0 BMicTy KOpoTKOi i3opopmu ITSN2 y nyxnunax 3 HER2 /neu-nosutuBHum crtatycom ta y ER /PR~
NIO3ATHUBHUX MyXJIMHAX MNali€eHTiB 3 METaCTa3aMu B JIiM(OBY3J1axX, 0 MOXXe OYyTU OIHUM 3 IPOTHOCTUYHUX MapKepiB

IbOr'0 3aXBOPIOBAHHA.
ConiasibHO-eKOHOMIYHA cipsimoBaHicTe HTII:
Brnyins HTII Ha moBKiJjs:
Bnposaaskennss HTII: He snposamxeno
ITpakTuyHa peasnisaniss HTTI
IToyaToK eTamy: 5 pokis
3aKiHYeHHs eTamy:
Crno>KuBavi NPOAYKILii: MefuyHi ycTaHOBY
IlepcrieKTHBHI PUHKH: fiarHOCTHYHI LeHTpK Ta NpoibHI MeanYHi 3aKknany YKpainu
XapakTep cniBpoOiTHHIITBA 3 iHBECTOPOM
IToTpiOHUI 00CAT iHBECTHILiH, THC. TPH.:
IIpaBa, 0 HaAAIOTHCS iHBECTOPY MiCJIsA 3aBEPLIEHHSI POOOTH:
HasaBHicTb 6i3Hec-ILJIaHY:
TexHiKO-€eKOHOMiYHEe OOrpyHTYBaHHS.
IloTreH1iaIbHUE O0OCST IIPOZAIKY, THC. TPH.:
OuikyBaHHI TepMiH OKYIHOCTi (pPOKiB):

HoaparkoBa iHdpopmamuist:
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