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I. 3arasibHi BimOMOCTI

Jep>kaBHUH 00J1iKOBHI HOMeP: 0223U005353
Jep>kaBHUH peecTpaniliHUN HOMep: 0123U103550
Oco06J1uBi TO3HAYKHU: Binkpura

JaTa peectpamnii: 20-12-2023

II. Etran BukoHnauus JiP
Homep erany: 3

HasBa eTamny:. KoHcTpyloBaHHS peKOMOiHaHTHMX IITaMiB Ta JOCJIIKEHHS MeXaHi3MiB Jlerpagalii TUTO301bHUX

¢dhepmeHTiB KaTaboJ1i3My MeHTaHOJy popMmaiblerigaerinporeHasu Ta popmiataerigporenasu y apixxmkis K. phaffii.
IToyaToK eramy: 08.2023
3akiHyeHHs eTamy: 12.2023

Buz 3BiTHOrO AOKYMEHTA: OCTaTO4HMIA 3BiT

I11. BizomocTi npo BukoHaBus JIiP

IloBHe HaliMeHYBaHHS IOPHAHYHOI 0coou (a6o ITIB pizuuyHO0i 0cO6H): IHCTHTYT GiosOrii KIiTHHY

HaujonasnbHoi akagemii Hayk YKpainu

Kopg 3a €IPIIOY: 25255758

Micue3HaxoaKeHHS: ByJI. [IparomaHoBa, 6yx. 14 /16, m. JIbBiB, JIbBiBCbKa 0671., 79005, Ykpaina
dopma BaacHoOCTI:

Cdepa ynpaBiiHHS: Haujonanbna akaziemist Hayk Ykpainu

InenTudgikarop ROR: He zacrocosyerscs

Poamip opranisarii:

Tenedon: 380322612108, 380322728508, 380322740363

IV. BimomocrTi nnpo criiBBUKOHaBIIiB [IiP



V. BimomocrTi npo 3amoBHHKa [IiP

IloBHe HaliMeHYBaHHS IOPUIUYHOI 0coou (a6o ITIB ¢izuyHO0i 0c00H): MinicTepcTBO OCBiTH i HayKK
Ykpainu

Kog, 3a €EJIPIIOY: 38621185

Micuesnaxo,szeHHa: npocnekT Bepecreiicbkui, 6yg. 10, M. Kui, 01135, Ykpaina

dopma BaacHOCTI:

Cdepa ynpaBiriHHS: KaGiser MiicTpis YkpaiHu

ImenTudikarop ROR: He zacrocoyerbcs

Poamip opranisanii:

TenedoH: 380444813221

VI. I>kepeJia, HanpsiMHu Ta oocsiru pinaHcyBaHHs JIiP

IlincraBa ojist npoBeaeHHs [iP: 34 - norosip (3aMOBJIEHHS) 3 IEHTPaTbHUM OPraHOM BUKOHABYOI BIajy,

akazemielo HaykK (TOJIOBHUMM PO3NOPSIHUKAMU OI0pKETHUX KOWITIB Ha TposefeHHs HIIJIKP)

Hanpsm ¢inaHcyBaHHS: 2.5 - nporpamu i 1poekTH y cepi MiKHAPOIHOrO HayKOBO-TEXHIYHOTO

CHiBpOGITHULTBA
I>xepesia ¢piHaHCYBaHHS

7713 - KOIITH eP>KO0I0AKeTy

Kopg, nporpamnoi kinacudikanii BuaaTKiB i KpeauryBaHHs (KIIKBK): 2201380

dakTuyHHu 00csar ¢piHaHCyBaHHS (THC. rpH.): 199.000




VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

Mexanizmu crienudivHoi ayrodariiiHoi ferpagalii opraHes Ta [UTO307bHUX GEPMEHTIB y IPDKIKax sIK MOJiesIbHA

CUCTEMA 3aXBOPIOBAHDb JIIOOVUHN

Ha3sBa po60oTH aHIJIiHCBHKOIO:

Mechanisms of specific autophagic degradation of organelles and cytosolic enzymes in yeast as model system of

human diseases

Pedepar yKpaiHCBKOIO:

Po3pobka HOBUX MiXO[IiB 10 BUBYEHHSI MeXaHi3MiB Jerpajalii nepoKCUcoM Ta LJUTO30JIbHUX OiJIKIiB y
meTtunotTpodHux apixmxkax K. phaffii, a Takox nocnimkeHHs MmexaHi3MiB ferpajalii sk romo-, Tak i reTepoJIoriyHUX
6i7IKiB CTBOpIOE NEPeAyMOBH [1Jis1 OOYA0BY €(EKTUBHUX MPOIYLIEHTIB LibOBUX OiJIKiB HA OCHOBI APDKIKIB.
Cucrema cesexlii 3 BUKOPUCTaHHSIM XUMEPHOTro 6isika o0-rajakro3nasu-GFP no3Bosisie mocaimKyBaTy poLecu
Ierpazauii HIUTO30JIbHUX O1JIKiB IIMPIIMM CIIEKTPOM METO[iB: 6i0XiMiuHe BU3HAUEHHS aKTUBHOCTI (epMeHTa O-
raJlakTO3W/1a3u Ta BidyasbHe BU3HAYEHHS 32 PaxyHOK ¢iyopecueHTHOI MiTku GFP 1o3BOJSIOTH 3'SCYBaTH, y IKUX
KOMITAPTMEHTAX KJITUHMU Bif0yBalOTHCS MPOLIECH PO3LIEIIeHHs 1bOro 6iska. [11s1 po3po6Ku MpoayLeHTiB 6ifKiB, sKi
MaloTh IPOMUCJIOBUH iHTEpecC, MiHiMi3allis piBHS Ierpajallii [iiboBoro 6ijika B IMTO30JIi Ma€e BUpilIajbHe
3HauenHs. Fld1 i Fdhl cayxxaTs 3pyyHUMU MOJ€/IbHUMU 01JIKaMU 11711 BUBYEHHS Jlerpajallii IUTO30JIbHUX O1JIKiB Y
MeTUNOTPOGHUX APDKIpKax. Lle MosCHIOEThCS IX Y4aCTIO B yTUi3alii MeTaHosy. MeTaHOJ OKACIIIOETCS 10
dopmanberiny 3a gornomoroio AOX, sKuii IOTiM IlepeTBOpIoeThCs Ha ¢popmMiaT 3a moromororo Fldl, i, Hapemri, Fdhl
Karasizye OKUCIeHHs (popMiaty 1o Byriekucsoro razy. Cnenudiyna aktusHicTs Fld1i Fdhl mBunko 3HMXyeTbCst
[IpY NepeHeCceHHi METUIOTPODHO BUPOLIEHUX KIIITUH Ha CEPENOBUIIE 3 TJII0OKO3010. B pe3ysbTarti mpoBeneHnx
eKCIIepMMEHTIB 6yJ10 nokasaHo, mo aerpananii Fld1 ta Fdhl Bin6yBaeTbcs 3a BakyoIsIpHUM IIJIIXOM i CTBOPEHO
naTOpMYy 7151 KOHCTPYIOBaHHS e(PeKTUBHUX NPOJYLIEHTIB reTepOJIOTiYHUX O1JIKiB, SIKi MAIOTh BEJIUKE

6ioTexHOJIOTiYHE 3HAYEHHS.

Pedepar aHIJIiHCBKOIO:

The development of new approaches to the study of the mechanisms of degradation of peroxisomes and cytosolic
proteins in the methylotrophic yeast K. phaffii, as well as the study of the mechanisms of degradation of both
homo- and heterologous proteins creates prerequisites for the construction of effective yeast-based producers of
target proteins. The selection system using the n-galactosidase-GFP chimeric protein allows to study the processes
of degradation of cytosolic proteins by a wider range of methods: biochemical determination of the activity of the o-
galactosidase enzyme and visual determination due to the fluorescent tag GFP allow to find out in which cell
compartments the processes of splitting this protein take place. For the development of protein producers of
industrial interest, minimizing the level of target protein degradation in the cytosol is critical. Fld1 and Fdhl serve
as convenient model proteins for studying cytosolic protein degradation in methylotrophic yeast. This is explained
by their participation in the utilization of methanol. Methanol is oxidized to formaldehyde by AOX, which is then
converted to formate by Fld1, and finally, Fdh1 catalyzes the oxidation of formate to carbon dioxide. The specific
activity of Fld1 and Fdh1 rapidly decreases when methylotrophically grown cells are transferred to a medium with
glucose. As a result of the conducted experiments, it was shown that the degradation of Fld1 and Fdh1 takes place
by the vacuolar pathway, and a platform was created for the construction of efficient producers of heterologous
proteins, which are of great biotechnological importance.

Immexc YIK: 677.112.34:579.255, 677.112.34:579.255
Koau TemaTHYHHUX PYOPHK: 62.37.43.05
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InenTudikarop ORCID ID:

JoparkoBa iHdpopmamnist:



VIII. HaykoBa (HayKoBo-TexHiuHa) npoaykuist (HTII)
Ha3zga HTII yKpaiHCBKOIO: PeKOMOIHAHTHI mTamu APIKIKIB

Ha3zBa HTII aHrJ1ificbKOI0: Recombinant yeast strains

HTII, aKy nepenba4asiocsi CTBOPHTH:

IIpuunnu, yepe3s saki HTII e Gysio cTBOpeHO:

OTpmvxaHi p€3yJAbTaTH: TexHoorii, PeKOMOIHaHTHI ITaMU IPIKIXKIB, PO3PO6JIE€HI METOIM JOCIIKEHD

MIKpPOOpraHi3miB
l'asmy3b 3aCTOCYBaHHS: Mikpo6iosoris, 6i0TeXHOIIOris], MeJUIIIHA
PeecTparifiHuii HOMep KapTKH T€XHOJIOT1i:

Onuc HTII: CTBOpPEHO i IOCTiIKeHO peKOMOIHAHTHI ITaMU IPDKAKIB 3 ITOMIKOAKEHOIO Aerpaaliieto o-
rajlakTo3usasu s ineHtudikaliii reHis, 1o 3afisHi B mpolieci aBTodariitHoi gerpaaaiiii IUTO30bHUX Oi/KiB.
CKOHCTPYIOBaHO PEKOMOIHAHTHI ITaMU [1JIs1 JOCJIiKEHHS MEXaHi3MiB Jerpajauii LUTO30JIbHUX (PEPMEHTIB

Katabosismy MeTaHoiy popMasbaeriagerinporenasu i GopmiatierizporeHasu.

ConianbHO-eKOHOMIYHA crpsimoBaHicTh HTII: Toninmenns Skocti XUTTA Ta 370POB' HACENIEHHS,
ebEeKTUBHOCTI AiarHOCTUKM Ta JIIKYBaHHS XBOPUX, CTBOPEHO MIATPOPMY 11711 KOHCTPYIOBAHHS €(DEKTUBHUX

MIPOAYLIEHTIB reTepoJIOriYHUX Oi/IKiB, IKi MAIOTh BeJIMKe 6i0TEXHOJIOTIUHE 3HaYE€HHS
Bnyius HTII Ha mOoBKijIs:
BnposagskeHHs1 HTII: He snpoBamxeHo
IIpakTHyHa peasnisanis HTII
IToyaTok eramy: 08.2023
3aKkiHYeHHs eTamy: 12.2023
Crnio>KuBavi NPOAYKILii:
IlepcnekTHBHI pUHKH:
XapakTep cniBpoOiTHHIITBA 3 iHBECTOPOM
IToTpiGHMI 0OCAT IHBECTHILiH, THC. TPH.:
IIpaBa, 110 HaAAIOTHCSI iIHBECTOPY MiCJIsA 3aBEPLIEHHS POOOTH:
HasaBHicTb Oi3Hec-IJIaHY:
TexHiKO-€eKOHOMiYHe OOrpyHTYBaHHSI:
IloTeH1iaIbHUE 0OCAT IIPOJASKY, THUC. TPH..
OuiKkyBaHHI TepMiH OKYIHOCTi (POKiB):

JopaTkoBa iHpopmanist:
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