O6J1ikoBa KapTKa [IiP

I. 3arasibHi BimOMOCTI

Jep>kaBHHH 00J1iIKOBHI HOMep: 0224U032893

Jep>kaBHUH peecTpauiliHUI HOMeP: 0124U004173

Oco06J1uBi TO3HAYKHU: Binkpura

JaTa peecrpamnii: 10-12-2024

II. Etran BukoHnauus JiP

Homep eramny: 1

Ha3sBa eramny: HampauioBaHHs npenapaTuBHOI KiIbKOCTi HATUBHUX GiskiB eEF1AL i eEF1A2.
IToyaToK eramy: 08.2024

3akiHYyeHHs eTamy: 12.2024

Bupz 3BiTHOTO AOKYMEHTA: [IpOMIXKHUIA 3BiT

I11. BizomocTi npo BuKoHaBus JIiP

IloBHe HaliMeHyBaHHS IOPHUAUYHOI 0co0H (200 ITIB ¢i3zmyHOi 0CO0H): [HCTUTYT MOJIEKYIAPHO]

6iostorii i reneTuky HanioHanbHOI akageMii HayK YKpainu

Kopg 3a €IPIIOY: 05417101

Micue3HaxoaKeHHS: ByJ1. AKasiemika 3abosotHoro, 6yz. 150, M. Kuis, 03143, Ykpaina
dopma ByracHoOCTI:

Cdepa ynpaBiriHHS: HaujonasnbHa akaziemis HayK YKpaiHu

Inentudikarop ROR: He zacrocosyerbcs

Po3mip opranisamii:

Tenedon: 380442000356, 380445261169

IV. BimomocrTi nipo ciiBBUKOHaBIIiB [IiP



V. BimomocrTi npo 3amoBHHKa [IiP

IloBHe HaliMeHyBaHHS IOPHAHYHOI 0coou (a6o ITIB PpizuuHO0i 0c06H): HaujoHanbHa akasemis Hayk

Ykpainu

Kopg 3a €EIPIIOY: 00019270

Micuesnaxo,szeHHa: ByJI. Bononumupceka, 6ya. 54, m. Kuis, 01601, Ykpaina
dopma BaacHOCTI:

Cdepa ynpasiiHHS:

ImenTudikarop ROR: He zacrocoyerbcs

Poamip opranisanii:

TenedoHn: 380442343243

VI. I>kepeJia, HanpsiMHu Ta oocsiru pinaHcyBaHHs JIiP

IlincraBa ojist npoBeaeHHs [iP: 34 - norosip (3aMOBJIEHHS) 3 IEHTPaTbHUM OPraHOM BUKOHABYOI BIajy,

akazemielo HaykK (TOJIOBHUMM PO3NOPSIHUKAMU OI0pKETHUX KOWITIB Ha TposefeHHs HIIJIKP)

Hampsam (l)iHchyBaHHﬂ: 2.1 - pyHIaMeHTabHI JOCIIIPKEHHS
I>kepesia piHaHCYBaHHS

7713 - KOWTH ep>KO0I0A KeTy

Kopg, nporpamuoi kinacudikanii BuzaTkiB i KpeguryBaHHs (KITKBK): 2201300

dakTuyHHi 06car ¢piHaHCYBaHHS (THC. IPH.): 1946.857




VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

Bucoko-romosoriuHi napasoru ¢paxropa esnoHrauii Tpancisuii 1A. CTpyKTypHi AOCIIIPKEHHS 331711 PO3yMiHHS

(PYHKLiOHATIBHUX BiIMiHHOCTE.

Ha3sBa po60oTH aHIJIiHCBHKOIO:

Highly homologous paralogs of translation elongation factor 1A. Structural studies to understand functional
differences.

Pedepar yKpaiHCBKOIO:

MeTa HayKOBOTrO NPOEKTY — PO3KPUTTsI IpocTopoBoi opraxizauii eEF1Al i eEF1A2 y po3uuHi, TouHa inenTUdikawis
CaiiTiB i3 pPi3HOIO0 CTPYKTYPHOIO AUHAMIKOIO Ta BUSIBJIEHHSI MOXKJIMBUX (PYHKLIIOHAJIbHUX HACJIAKIB pisHUL]
IIPOCTOPOBUX CTPYKTYpP LuX 6ifKiB. [JlonaTkoBUM (pakKTOpPOM BILJIMBY € IOCT-TPaHCALiHI Moaudikanii nux 6inkis,
30KpeMa MeTUJIyBaHHSI JIIBMHOBUX 3aJIMIIKiB. CailTy iX MeTUJTYBaHHS IaBHO BimoMi, asie PyHKLiOHAIbHA POJIb L€l
mopudikauii y pakropax TpaHCILil JOCTEMEHHO He 3'sicOBaHa. BpaxoByiouy, 1110 METUIIbOBAHI JIi3HU PO3TallOBaHi
Ha MIOBEPXHi 01JIKa, MU BUCYHYJIU TUINIOTE3Y, MO 115 MoaudiKallis MOXKe OTEeHLIMHO BIUIMBATH HA B3AEMOZIIO 3
MOJIEKYJIaMU-TIapTHEPAMU, 30KpeMa 3 iHIIMMUA KOMIIOHEHTaMU CUCTEMU GiIKOBOTO CUHTE3Y B KJIiTUHaX. B
Pe3yJbTaTi BUKOHAHHSI IIEPLIOTro eTally IPOEKTY Oyl OTPUMaHi 3alIaHOBaHi J71s1 I0[1aJIbIIOro BUBYEHHS Ha
HACTYIIHUX €Talax POeKTy Oiiku - ¢pakTropu esnoHrauii tpaHcrstii eEF1Al ta eEF1A2 - y KifbKOCTI, JOCTaTHIN AJ1d
IIPOBEJIEHHHS JOCIiIKEHb iX CTPYKTYpHOI opranisauii pisHumu (isuko-xiMiuHUMU MeTogaMu. Takox Oyin
3KOHCTPYHOBaHi Jiexinbka MyTaHTiB 6inka eEF1A1 i3 3amiHaMy 3ay1nIKiB JIi3iHIB, 110 METUIYIOTECS, HA apriHiHy, 110
BUKJIIOYAE I101a/IbIIE METUJIYBAHHS LIMX CANTIB i TOBEEHA IX 3MaTHICTh €KCIIPECYBATUCS Y KIIITUHAX JIIOJVHU.
OTpuMaHHs TaKUX MyTaHTIB HEOOXiJHe 1JIs1 BUBYEHHS Ha MOJAJIbIIMX €TaNax MPOEKTY 3MaTHOCTI MyTAaHTHUX O1JIKiB

B3a€MOJiATH i3 6iIKamMy MapTHEPaMU Ta BIIJIMBATU HA GiNIKOBUI CUHTE3 B KJIITUHAX JIIOAVHU.

Pedepar aHI1iliCbKOIO:

The goal of the scientific project is to elucidate the spatial organization of eEF1A1 and eEF1A2 in solution,
accurately identify sites with varying structural dynamics, and uncover potential functional implications of
differences in the spatial structures of these proteins. An additional influencing factor is the post-translational
modifications of these proteins, particularly the methylation of lysine residues. Although the methylation sites
have long been known, the functional role of this modification in translation factors remains unclear. Considering
that methylated lysines are located on the protein surface, we hypothesize that this modification could potentially
affect interactions with partner molecules, including other components of the protein synthesis system in cells. As
a result of the project's first phase, the planned amounts of translation elongation factors eEF1A1 and eEF1A2 were
obtained, sufficient for studying their structural organization using various physicochemical methods. Additionally,
several mutants of the eEFIAl protein were constructed, where methylated lysine residues were substituted with
arginines, thus preventing further methylation of these sites. These mutants were shown to be expressible in
human cells. The creation of such mutants is necessary for subsequent stages of the project, which will investigate
the ability of mutant proteins to interact with partner proteins and their influence on protein synthesis in human
cells.

Inpexkc YIK: 577.32, 577.32

Koau TeMaTHYHHX PYOPHK: 34.15.15

KepiBHHKH po6oOTH

Bsiacue IlpizBuuie Im's I10-0aThKOBI: Herpyupkuii Bopuc Cepriitosuy

HayKkoBHI1 CTYIiHb: 11.6.H.



BueHe 3BaHHS:npodecop
InenTudikarop ORCID ID:

JoparkoBa iHdpopmamnist:

VIII. HaykoBa (HayKoBo-TexHiuHa) npoaykuist (HTII)

Haszsa HTII ykpaiHCBKOIO: Bucoko-romosoriyni napasoru ¢akropa esonraii tpancisuii 1A. CTpyKTypHi

TOCJIiIPKEHHS 3317151 PO3yMiHHS (PYHKILIOHAJbHUX BiIMiHHOCTEN

Haszsa HTII aurJificbKko10: Highly homologous paralogs of translation elongation factor 1A. Structural studies

to understand functional differences.

HTII, sixy nepenb6ayasiocsi CTBOPUTH:

IIpuunaH, yepe3s aki HTII He Gysi0 cTBOpeHO:

OTpumaHi pe3yJsIbTaTH: Mertozny, Teopii

FaJIy3b 3aCTOCYBaHHSI: MoJiekysapHa 6i010ris, MenuLHa, 6i0TEXHOJIOTisA
PeecTpanifiHuii HOMep KapTKH T€XHOJIOT1i:

Onuc HTII: HanpangoBanus npenapaTuBHOi KibKOCTi HAaTUBHUX 6isKiB €EF1A1 i eEF1A2.

ConiannbHO-eKOHOMIYHA cripsimoBaHicTh HTII: Toninmuenns SKoCTi XUTTS Ta 370POB'ss HACENIEHHH,

e€(EeKTUBHOCTI AiarHOCTUKY Ta JIiIKyBaHHS XBOPUX

Bnyius HTII Ha moBKiJjs:

BnposagskeHHst HTII: He snposamxeHo

IIpakTnyHa peasnisanis HTII
IToyaTok eramy:
3akiHYeHHs eTamny:

Crnio>KkHuBavi NPOAYKILii:

IlepcneKTHBHI PUHKHU:

XapakTep criBpOOIiTHHIITBA 3 iHBECTOPOM
IloTpiOHMI 00GCAT iHBECTHIiM, THC. TPH.:
IIpagBa, 0 HaAAIOTHCS iIHBECTOPY MicJIsA 3aBEPIIEHHS POOOTH:
HasaBHicTb Oi3Hec-IJIaHY:
TexHiKO-€eKOHOMiYHe OOrpyHTYBaHHSI.
IloTeH1iaIbHUI 00CAT IIPOAASKY, THC. TPH..
OuiKkyBaHHI TepMiH OKYNHOCTi (POKiB):

HoparkoBa iHdpopmauist:

IX. BiosiorpadiuyHuii onuc



X. 3aKJIlI0YHi BiTOMOCTI

KepiBHHK I0pHAHYHOI 0COOH

IlepeJtik 0CiO-BHKOHaBILiB
bonpapuyk Tersna BanepiiBHa

HosocusnbHa Onekcanppa BanepiiBHa
(x. 6. H.)

[Topy6sieBa Jlapuca BacusniBHa

[llanak B'suecnaB GenopoBud
(x.6.1.,03.00.03)

BignoBigasbHUMH 3a HiATOTOBKY

00JIIKOBHX JOKYMEHTIB
Tenedpon

PeecTpartop

KepiBHuKk Bigginy YKpIHTEI, mpo €
BiZIIOBiZaJIbHUM 3a pEECTpallil0 HAyKOBOIi

OisIIBHOCTI

Tykano Muxaiino ApCeHTiioBUY

I. 6. H.

HosocunbHa O.B.

+38 (044) 200-03-37




