O6J1ikoBa KapTKa [IiP

I. 3arasibHi BimOMOCTI

Jep>kaBHHH 00J1iIKOBHI HOMep: 0221U103670

Jep>kaBHUH peecTpauiliHUI HOMeP: 0118U000137

Oco06J1uBi TO3HAYKHU: Binkpura

JaTa peectpamnii: 24-02-2021

II. Etran BukoHnauus JiP

Homep eramny: 1

Ha3sBa eramny: 5S pu6ocomasnbsHa JHK: MosieKysisipHa opraHisatiist Ta €BOJIOList 32 3MiHM YMOB JIOBKIJIS
IToyaTok eramy: 01.2018

3akiHyeHHs eTamy: 12.2020

Bupz 3BiTHOTO AOKYMEHTA: OCTaTOYHUM 3BIT

I11. BizomocTi npo BuKoHaBus JIiP

IloBHe HaliMeHYBaHHS IOPHUAHUYHOI 0cooH (a00 ITIB Pi3myHOi 0CO0H): YepHiBeLbKuUil HALOHAIBHUI

yHiBepcuTeT iMeHi Opis GenproBuya

Kopg 3a €IPIIOY: 02071240

Micue3HaxoaKeHHS: ByJ1. Komto6uHebsKoro, 6ya. 2, M. YepHislji, YepHiBelbka 06i1., 58012, Ykpaina
dopma ByracHoOCTI:

Cdepa ynpaBriHHS: MiHicTepCTBO OCBITH i HayKK YKpaiHu

Inentudikarop ROR: He zacrocosyerbcs

Po3mip opranisamii:

Tenedon: 380372584810, 380372552914

IV. BimomocrTi nipo ciiBBUKOHaBIIiB [IiP



V. BimomocrTi npo 3amoBHHKa [IiP

IloBHe HaliMeHYBaHHS IOPUIUYHOI 0coou (a6o ITIB ¢izuyHO0i 0c00H): MinicTepcTBO OCBiTH i HayKK

Ykpainu

Kog, 3a €EJIPIIOY: 38621185

Micue3HaxoaKeHHS: npoc. [Tepemory, 6ya. 10, m. Kuis, KuiBcbka 0671., 01135, Ykpaina
dopma BaacHOCTI:

Cdepa ynpaBiriHHS: KaGiser MiicTpis YkpaiHu

ImenTudikarop ROR: He zacrocoyerbcs

Poamip opranisanii:

TenedoH: 380444813221

VI. I>kepeJia, HanpsiMHu Ta oocsiru pinaHcyBaHHs JIiP

IlincraBa ojist npoBeaeHHs [iP: 34 - norosip (3aMOBJIEHHS) 3 IEHTPaTbHUM OPraHOM BUKOHABYOI BIajy,

akazemielo HaykK (TOJIOBHUMM PO3NOPSIHUKAMU OI0pKETHUX KOWITIB Ha TposefeHHs HIIJIKP)

Hampsam (l)iHchyBaHHﬂ: 2.1 - pyHIaMeHTabHI JOCIIIPKEHHS
I>kepesia piHaHCYBaHHS

7713 - KOWTH ep>KO0I0A KeTy

Kop, nporpamuoi kiaacudikarnii BuzaTKiB i KpeagurysBaHHs (KITKBK): 2201040

dakTruHmi 06car ¢piHaHCcyBaHH: (THC. rpH.): 1800.000




VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

5S pubocomainbha JJHK: mosiekyssipHa oprasisalist Ta €eBOJIOLis 32 3MiHU YMOB JOBKiJLIS

Ha3sBa po6oTH aHIJIilICbKOIO:

5S ribosomal DNA: molecular organization and evolution in changing environmental conditions.

PedepaT ykpaiHCbKOIO:

3BiT PO HAYKOBO-IOCIifIHY PO6OTY: CTOp. — 168, mKep. - 132, puc. - 44, Ta6n. - 29. TEHETUYHWN TTOJIMOP®I3ZM,
5S PUBOCOMHA JTHK, MOJIEKYJISIPHI MAPKEPU, GIJIOTEOTPA®IS, ABIOTUYHUK CTPEC. O6'eKT HOCTimKEHHS
— OpraHisalisl Ta MOJIEKYJISIPHA €BOJIIOLSl TOBTOPIOBAHUX IIOCIiJOBHOCTEN y TEHOMAaX €yKapiOTUYHUX OPTraHi3MiB.
MeTta po60TH — NOCTIZUTU MOJIEKYJISIPHY OpraHisariiio Ta noaimopdiam 5S pIHK nokpUTOHaCiHHUX POCJIMH Y
3B'3KY 3 aJamnTalielo 4o 3MiH yMOB JOBKiJUIS Ta ifeHTU(iKyBaTH (akTopH, sKi BUBHA4al0Th MiHnuBoCTi p[JHK.
Metonu nocuimkeHHs — mosieKyispHo-reneTnyHi ([1JIP, knonysanns ¢parmenTiB JHK, cukBenyBaHHS), 6i0xiMivHi
(BM3HAUYEHHS aKTUBHOCTI (PEpPMEHTIB Ta KOHLEHTpallii MeTaboJ1iTiB), 6ioiHpopMaTHyHi (aHai3 NOCIiNOBHOCTEN
IHK, no6ynosa dinogeHagporpam, pobora 3 6azamu ganux). Knonosaso i cuksenosano 5S p/JHK asns 15 nomyssmiin
aHTapkTU4YHOi pocnuHu Deschampsia antarctica, 9 3paskis inmux BuaiB Deschampsia Ta 15 3pa3skiB ciopizHeHUx
pozis Tpubu Poeae. OLiHeHO reHeTUYHY CIIOPiIHEeHICTb JOCTiI)KeHUX BUAIB Ta xapakTep MiHausocTi 5S pJHK. ¥V
pony Deschampsia BusiBneno 3 cTpykrypHi kiacu 5S pJIHK, siki cyTTeBO Biipi3HSIOTbCS MK CO6010 32 6Yy0BOIO
mixreHHoro cnericepa (IGS). Posmudposano 5S pJHK ns 110 3paskiB npeacTaBHUKIB poxiB Acer, Aesculus,
Quercus, Castanea ta Gentiana 3 20 xkpain €Bponu (30KkpemMa - 3 pi3HUX peTioHiB YKpainu) i Asii. [nenTudikosasi
IIMPOKO po3noscioaxeHi SNP-myTatii, siki MOKYTb 6yTH BUKOPUCTAHI 111 TeHOTUITyBaHHS. BcTaHOBIIEHO, 1O Y
JIbOJIOBMKOBUI Ilepiof] BUAU pofiB Quercus Ta Acer 36epiriucs y Kinbkox pedyriymax y CepenzemHoMOpT Ta
3aKaBKa33i. Y Micisa1b040BMKOBUI YaC POCJIMHY KiJIbKOMa LJIIXaMU MIrpyBajiyu Ha TEPUTOPIIo LleHTpanbHOI
€sponu. Ha MmosekyngapHOMY piBHI Buy poay Quercus eBOJIIOLIiOHYBaJM MOBiJIbHIIIE, HDK BUAM POLy Acer i marke

He 3a3Hanu audepeHIiialii Ha JoKabHi pacu.

Pedepar aHIJIiHCBKOIO:

Research report: 168 pages, 132 ref., 44 figs., 29 tables. GENETIC POLYMORPHISM, 5S RIBOSOMAL DNA,
MOLECULAR MARKERS, PHYLOGEOGRAPHY, ABIOTIC STRESS. The object of study is the organization and
molecular evolution of repetitive sequences in the genomes of eukaryotic organisms. The aim of the study was to
investigate the molecular organization and polymorphism of 5S rDNA of angiosperms in connection with
adaptation to changes in environmental conditions and to identify the factors that determine the variability of
rDNA. Research methods: molecular genetic (PCR, cloning of DNA fragments, sequencing), biochemical
(determination of enzyme activity and concentration of metabolites), bioinformatics (DNA sequence analysis,
construction of philodendrograms, database search). 5S rDNA of 15 populations of the Antarctic plant Deschampsia
antarctica, 9 samples of other species of Deschampsia and 15 samples of related genera of the Poeae tribe were
cloned and sequenced. The genetic relatedness of the studied species and the patterns of 5S rDNA variability were
assessed. In the genus Deschampsia, 3 structural classes of 5S rDNA have been identified, which differ significantly
in the structure of the intergenic spacer (IGS). 5S rDNA was sequenced for 110 samples of Acer, Aesculus, Quercus,
Castanea and Gentiana species from 20 European (including different regions of Ukraine) and Asian countries.
Widespread SNP mutations that can be used for genotyping have been identified. During the ice age, species of the
genera Quercus and Acer have been found to have survived in several refugia in the Mediterranean and the
Caucasus. In the postglacial period, plants migrated to Central Europe in several ways. At the molecular level,
species of the genus Quercus have evolved more slowly than species of the genus Acer and have undergone little
differentiation into local races.

Impexc YIK: 573.6.086.83:577.21, 577.21: 575.8: 582.5



Koau TemaTHYHHUX PYOPHK:62.37.99

KepiBHHUKH po6OTH

BiacHe IIpizBuie Im'sa I10-6aThKOBI: Bosikos Poman AHatosmiiioBuy
HayKoBuI CTYIIiHb: 1. 6. H.

BueHe 3BaHHS: npodecop

Inentudikarop ORCID ID:

JoparkoBa iHdpopmamnist:



VIII. HaykoBa (HayKoBo-TexHiuHa) npoaykuist (HTII)

Ha3zsa HTII yKpaiHCBKOIO: Po3p06ieHO METOZ 3pasoK-CrienudiyHOro KJIOHYBaHHS CIIENCEPHOI AITHKY 5S

pIHK pocsnH Ta HOBi kKnacocneuudiyHi npanimepu ans 5S pIHK Deschampsia antarctica.

Ha3zpa HTII aHri#icbKo0: A method for sample-specific cloning of the 5S rDNA spacer region of plants and

new class-specific primers for 5S rDNA Deschampsia antarctica have been developed.
HTII, sixy nepen6a4asiocsi CTBOPUTH:

IIpuunnn, yepe3s aki HTII He Gysi0 cTBOpeHO:

OTpuMmaHi pe3yJIbTaTH: MeTtoay, Teopii

l'asy3p 3aCTOCYBaHHS: Pe3ysibTaTil HOCSTh MPAKTHYHUI XapakTep i MOKyTb OyTH 3aCTOCOBaHI y 1aGOPaTOPHiit

MPaKTHUL.
PeecTpanifiHuil HOMep KapTKH TE€XHOJIOTii:

Omnuc HTII: Cueiicepny pinauky 5S pJIHK amrutidikyots 3 BukopuctanHam I1JIP, 3aCTOCOBYIOUM KijibKa BapiaHTiB
yHiBepCaJIbHUX NIpaliMepiB, SIKi BijPi3HIOTHCS JOJATKOBOIO MOJIIHYKIEO0TUIHO MIOCIiIOBHICTIO (extention) Ha 5'-
Kinti. i moaTKoBi MOCiTOBHOCTI MiCTSTh CAaiTU BNi3HABaHHS 1JIs Pi3HUX pecTpuKTa3s. [Ticias o6podku
BiIIIOBiHOIO peCcTpUKTa3olo I1JIP-NpoayKT KIOHYIOTh y MIa3MifHuM BeKTop. [Ipy 0gHOYaCHOMY KJIOHYBaHHI 1151
KO>KHOTO 3 JI€KiJIbKOX 3pa3KiB POCJIMH BUKOPUCTOBYETbCS Pi3HA CTPATETis, sIKa [OJIsIrae y nifgoopi yHikaabHOI
KoMbiHanii mpalimepis, My1a3MiIHUX BEKTOPIB Ta pECTPUKTA3 AJ1s ix 06pobku. Takuil miaxin Ko3BOJIsIE YHUKATH
B3ae€MHOI KOHTaMiHalii pi3Hux 3paskiB. Hosi cneuudiyHi npatimepu as 5S pIHK Deschampsia antarctica

D03BOJIIIOTh BU3HAYATH BMICT pi3HUX KiaciB 5S pJHK y pocyinH 3 pisHUX MOMYJISLiii [bOTO BUAY

ConiannbHO-eKOHOMIYHA cripsiMmoBaHicTh HTII: Pospo6iienuit npoTokos m03B01€ MiaBUIIUTY Ha/liiHICTh

Ta JOCTOBIPHICTb pe3yJIbTaTiB 1a60PaTOPHUX OCTiIKEHD

Brnyins HTII Ha moBKiJjs:

BnposaaskenHss HTII: Bnposamkeno

ITpakTuyHa peasnisaniss HTTI
IToyaToK eTamy:
3aKiHYeHHs eTamy:

Crno>kuBavi NPOAYKILii:

IlepcneKTHBHI PHHKHU:

XapakTep cniBpoOiTHHIITBA 3 iHBECTOPOM
IToTpiOHUI 00CAT iHBECTHILiH, THC. TPH.:
IIpaBa, 0 HaAAIOTHCS iHBECTOPY MiCJIsA 3aBEPLIEHHSI POOOTH:
HasaBHicTb 6i3Hec-ILJIaHY:
TexHiKO-€KOHOMi4HE OOrpyHTYBaHHSI.
IloTreH1iaIbHUE O0OCST IIPOZAIKY, THC. TPH.:
OuikyBaHHI TepMiH OKYIHOCTi (pPOKiB):

HoaparkoBa iHdpopmamuist:
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