O6J1ikoBa KapTKa [IiP

Image not found or type unknow

I. 3arasibHi BimOMOCTI

Jep>kaBHHH 00J1iIKOBHI HOMep: 0225U004179
Jep>kaBHUH peecTpaniliHUN HOMep: 0123U102920
Oco06J1uBi TO3HAYKHU: Binkpura

JaTa peectpaunii: 21-11-2025

II. Etran BukoHnauus JiP
Homep eramny: 1

Ha3sBa eramny: JlocnifkeHHs MOIEKYJISIPHO-TeHETHYH] 0COGINBOCTE eIMi300TUYHUX MTaMiB MIKpOOpraHi3miB

Pi3HNX TaKCOHOMIYHUX TPYII Ta OPIiBHSTH iX 3 BUPDOOHMYMMU ¥ €TaJIOHHMMU HITAMaMU
IToyaTok eTamy: 06.2023
3akiHyeHHs eTamy: 12.2025

Buz 3BiTHOrO AOKYMEHTA: OCTaTO4HMIA 3BiT

I11. BizomocTi npo BukoHaBus JIiP

IloBHe HaliMeHYBaHHS IOPHAHYHOI 0ocoou (a6o ITIB piznuHO0i 0cO6H): [lepkaBHuil HAyKOBO-

KOHTPOJIbHU iHCTUTYT 6i0TE€XHOJIOTII i ITaMiB MiKpoopraHismis

Kopg 3a €IPIIOY: 19024865

Micue3HaxoO KeHHS: By Jlonenbka, 6y, 30, m. Kuis, 03151, Vkpaina
dopma BaacHoOCTI:

Cdepa ynpaBJIiHHﬂ: JepxkaBHa cayxba YkpaiHu 3 nuTaHb 6€3[1eYHOCTi XapyOBUX MPOJYKTIB Ta 3aXUCTY

CIIOKMBaviB
InenTudikarop ROR: He zacrocosyerscs
Poamip opranisanii:

Tene(bou: 380442457608, 380442457684

IV. BizomocrTi npo cniBBUKOHaBLiB JIiP



V. BimomocrTi npo 3amoBHHKa [IiP

IloBHe HaliMeHyBaHHS IOPHAHYHOI 0coou (a6o ITIB PpiznuHO0i 0cO6H): [lepkaBHuil HAyKOBO-

KOHTPOJIbHUH IHCTUTYT GiOTEXHOJIOTI] i MTaMiB MiKpOOpraHi3MiB

Kop, 3a €IPIIOY: 19024865

Micue3HaxoaKeHHS: ByJ. [loHelpKa, 6ya. 30, M. Kuis, 03151, Ykpaina
dopma BaacHOCTI:

Cdepa ynpaBitiHHS: [lepkaBHa ciyx6a YKpaiHu 3 TMTaHb 6€3ME€YHOCTI XapYOBUX [POIYKTIB Ta 3aXUCTY

CIIOXXUBAYiB
InenTudikarop ROR: He zacrocosyerscs
Poamip opranisaiii:

Tenedon: 380442457608

VI. II>)kepeJsia, HanpsiMu Ta o6csaru piHaHcyBauHs [IiP

IlincraBa pjist npoBenmeHHs [iP: 43 - snacha ininiaTnBsa (1Ko po60Ta BUKOHYETHCS 3 BIACHOI iHilliaTMBK 3a

KOLITH BUKOHaBIS HJIP a60 6€3K0MTOBHO)

Hanpsam Q)iHchyBaHHH: 2.2 - IpUKJIaAHi JOCTiIKEeHHS i pO3pOOKHU
Jxkepesa (l)iHaHCYBaHHﬂ

7704 - Bj1aCHi KOITH, KOUITH IMiJIPHEMCTB, YCTaHOB, OpraHisamnii, ¢pisuyHoi 0cooH Ha

BHUKOHAHHS iHilliaTHBHHUX POOIT

®akTuunmii 06csar ¢pinancyBanHs (THc. rpH.): 3900.000




VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

JocainuTyu MOJeKyISIpHO-T€HETUYHI OCOOJIMBOCT] €Mi300TUYHUX IITaMiB MiKDOOPraHi3miB pi3HUX TaKCOHOMIYHUX

TPYII Ta NOPIiBHSATH iX 3 BAPOOHMYMMHU ¥ €TaJIOHHMMU HITAMaMU

Ha3sBa po60oTH aHIJIiHCBHKOIO:

Investigate the molecular genetic properties of epizootic strains of microorganisms of different taxonomic groups
and compare them with production and reference strains

Pedepat yKpaiHCBKOIO:

[IpoBeeHO KOMILJIEKC JOCIIIKEHD, CIIPSIMOBAHNX HA BCTAHOBJIEHHS HASIBHOCTI Ta PO3IOBCIOJKEHICT Cepe/l
6akrepiil poay Salmonella spp. GakTopiB pe3MCTEHTHOCTI 00 aHTUOAKTEPia/IbHYX IIpENnapariB Ipynu oera-
JIakTaMiB Ta GTOPXiHOJIOHIB. BCTaHOBJIEHI T€HOTUIIOBI MapKEPH CTIMKOCTI CaJlbMOHEJI 40 JAHUX IPYII IIPENnaparis.
BusHaueHi reHOTUIIOBI Ta (GeHOTUINOBI Tpodisi pe3uCcTeHTHOCTI. BUsIBJIEHO HAsIBHICTh CEpe]l CaJlbMOHE N CTiHKUX
MOOIJIBHUX TEHOMHUX CTPYKTYP — iHTEIpPOHiB, TEHOMHUX OCTPIBLiB, 5IKi € HOCiSIMU I'€HiB aHTUOI0TUKOPE3UCTEeTHOCTI
KaceTHOi opraHisailii. Po3apo6seHa METO0JI0Tis BUSBIIEHHS pe3UCTEHTHUX popmM bakTepiit poay Salmonella o
(PTOPXiHOJIOHIB Ta 6€Ta-JIaKTaMiB 3a JOIIOMOT0I0 MOJIEKYJISIPHO-TEeHETUYHUX MeToiB. Koslekuis caibMOHe
IOITOBHEHA 133 MMOJIbOBMMU 3pa3KaMU Pi3HUX JKepesl NOXOMKeHHs. [IpoaHaizoBaHo €Mi300TUYHY CUTYalIiIo 0A0
BipyCcHOI remopariqyHoi XBOpo6U KpoJliB B CBiTi Ta YKpaiHi. BctaHOBIEHO, 110 nodnHaodi 3 2015 poui Bipyc RHDV2
HabyBa€ 3HAYHOTO MOMMPEHHS B KpaiHax €Bponu Ta [1iBHiYHOi AMepuKH, K HACIIiLOK, BCTAHOBJIEHO TOMiHyBaHHS
03Ha4yeHOoro reHoTuny Haz Bipycom RHDVI. BriponoBs:x ocTaHHix [Ty pokiB B YKpaiHi Bipyc gpyroro tumy (GI. 2)
OyB MEHIII IOMVPEHUI IIPU peecTpallii 3axBOPIOBaHHS Ta BUKJIMKAB €Mi300TUYHI Cllajlaxy XBOPOOU Maike B 2 pasu
piplIe Hi>k KOHCEPBAaTUBHUI reHOTUIN 30ynHuKa. [Ipy npomy RHDV2 (GI. 2) uupKyaoBaB IEPEBAKHO Y LEHTPAJIbHUX
Ta MiBHIYHKX 06J1acTax YKpainy, toai ik RHDV (GI. 1) 6yB BifHOCHO piBHOMIpHO NOMMPEHUI HAa TEPUTOPIi BCiei
KpaiHu. 3a pe3yabTaTaMu JOCIIiI>)KeHHs! 3pa3KiB [1aTOJIOrYHOTO MaTepiasny Bifi 3arn6yux Kposis B 81,25% BUSIBIEHO
reHeTUYHUI MaTepian Bipycy, 3 sskux RHDV1 6yn0 inenTudikoBanuii B 43,75 %. 3pa3ku, B SIKUX ifeHTU()IKOBAHO
reHeTnyHUN Matepian RHDVIa (25,0 %), miarorosieHo 1o momanbuoro ceKBeHyBaHHs. [IpoBesieHe BifHOBJIEHHS
iHdexuifiHOI akTUBHOCTI Ta HanpauoBaHHs Bipycy RHDV2 mtam «TA14» Ha kpossix. Orpumano 80 cm3 10 %

cycrieHsii Bipycy 3 akTuBHicTIO 4,66 1g LD 50 /cm3, sika 6yJje BUKOPUCTaHa B MOIAJIbIINX HAYKOBUX AOCIIiIKEHHSIX.

Pedepar aHIJIiHCBKOIO:

A complex of studies was conducted to establish the presence and prevalence of resistance factors to antibacterial
drugs of the beta-lactam and fluoroquinolone groups among bacteria of the genus Salmonella spp. Genotypic
markers of resistance of Salmonella to these groups of drugs were established. Genotypic and phenotypic
resistance profiles were determined. The presence of resistant mobile genomic structures among Salmonella was
revealed - integrons, genomic islands, which are carriers of antibiotic resistance genes of the cassette
organization. A methodology for detecting resistant forms of Salmonella bacteria to fluoroquinolones and beta-
lactams using molecular genetic methods was developed. The collection of Salmonella was supplemented with 133
field samples of various sources of origin. The epizootic situation regarding Rabbit Hemorrhagic Diseas in the
world and Ukraine was analyzed. It was found that starting from 2015, the virus has become widespread in Europe
and North America. Over the past five years, the second type of virus (GI. 2) has been less common in Ukraine
when registering the disease and has caused epizootic outbreaks of the disease almost 2 times less often than the
conservative genotype of the pathogen. At the same time, RHDV2 (GI. 2) circulated mainly in the central and
northern regions of Ukraine, while RHDV (GI. 1) was relatively evenly distributed throughout the country.
According to the results of the study of pathological material samples from dead rabbits, genetic material of the
virus was detected in 81.25%, of which RHDV1 was identified in 43.75%. Samples in which genetic material RHDVla
(25.0%) was identified were prepared for further sequencing. The infectious activity and development of the



RHDV?2 strain "TAl14" virus in rabbits were restored. 80 cm3 of a 10% virus suspension with an activity of 4.66 lg LD
50/cm3 was obtained, which will be used in further scientific research.

Impexc YIK: 577.2, 619:578, 619:579.62

Koau TeMaTHYHHX py6puK: 34.15, 68.41.32, 68.41.35

KepiBHHUKH po6OTH

BiacHe IIpizBuie Im'sa I10-6aThKOBI: Aped'es Bacuib JIbBoBIY
HayKoOBHH CTYIiHB: K. BET. H.

BueHe 3BaHHSA:

InenTudikarop ORCID ID:

JoparkoBa iHdpopmamuist:



VIII. HaykoBa (HayKoBo-TexHiuHa) npoaykuist (HTII)

Ha3zga HTII yKpaiHCBKOIO: MeTo010Tisl BUSBIIEHHS PE3UCTEHTHUX (hopm GakTepiit poxy Salmonella no

(PTOPXiHOJIOHIB Ta 6€Ta-JIAKTaMiB 3a JOMOMOTOI0 MOJIEKYJISIPHO-TEHETUYHUX METOLiB

Ha3zpa HTII anrJiiicbKo¥0: Methodology for detecting resistant forms of Salmonella bacteria to

fluoroquinolones and beta-lactams using molecular genetic methods

HTII, sixy nepen6a4asiocss CTBOPHTH: CTBOPEHO

IIpuunnn, yepe3s aki HTII He Gysi0 cTBOpeHO:

OTpuMaHi pe3yJIbTaTH: MeToan4Hi JOKyMEHTH

FaJIy3b 3aCTOCYBAHHSI: /111 1a60paTOPilii BETEPUHAPHOI MEIULMHY, PaxiBLiB 6aKTEPiOJIOTiB, HAYKOBLIIB
PeecTpaiifiHuii HOMep KapTKH T€XHOJIOT1i:

Omnuc HTII: Hagana nocigosHicTs Bii6opy Ta MiArOTOBKM 3paskKiB, ix aHasIi3y Ta iHTepripeTawii pe3yspTaTis npu
BUSIBJIEHHI FTEHOMHVX MapKePiB aHTHOIOTUKOPE3UCTEHTHOCTI 6akTepill pony Salmonella no aHTMOaKTepiasbHAX
3aCc006iB 3 BUKOPUCTAaHHSM KJIACUYHOI [10JIiMepa3Hoi JJaHIIOTOBOI peakuii. MeTomosioris npu3HayeHa ajist
MiKp06i0JIOriB, CllelialicTiB B raaysi MOJIEKYJISIPHOI IiarHOCTUKY Ta BeTEpUHAPHOI MEJULIVHY, SIKi IPalloloTh ¥

IiarTHOCTMYHMX Ta HAyKOBO-JOCJiIHUAX J1IA00PaTOPisX.

ConjianbHO-eKOHOMIYHA cripsimoBaHicTh HTII: Toninmenns SkocTi XUTTA Ta 370pOB's HACENIEHHS,

e(eKTUBHOCTI iaTHOCTUKHU Ta JIiIKyBaHHSI XBOPHUX

Bnius HTII Ha moBKiJj1s:

BnpoBaaykennss HTII: He snposamxeno

ITpakTnyHa peasnisanis HTII
IToyaTok eramy:
3aKiHYeHHs eTamy:

Crnio>KuBavi NPOAYKILii:

IlepcneKTHBHI PHHKHU:

XapakTep cniBpOOIiTHHIITBA 3 iIHBECTOPOM
IToTpiOHUI 06CAT iHBECTHILLiH, THC. TPH.:
IIpagBa, 10 HaAAIOTHCS iIHBECTOPY MicJIsA 3aBEPIIEHHS POOGOTH:
HasaBHicTb Oi3Hec-IJIaHY:
TexHiKO-€eKOHOMiYHe OOrpyHTYBaHHS:
IToTeHUiaILHUM 00CAT IIPOJAAKY, THUC. TPH.:
OuiKkyBaHHI TepMiH OKYIHOCTi (POKiB):

HopaTrkoBa iHdopmamist:

IX. Bi6siorpadiuyHuii onuc
Hannenko O.0. T'opaienko O.1. Jleps6in O.M. Manzas .M. Bessin €.1. 'eHoTunysaHHs BipyCy reMopariyHoi XBOpobu
KPOJIiB METOJIOM IOJIiMEPa3HOi JIAHIIOT0BOI peakuii // KpomiBHULITBO i XyTpOBe 3BipiBHULITBO: IPO6GIEMH,



NepCHEeKTUBY Ta iHHOBAllii/ Marepianu MbKHapOIHOI HAayKOBO-IIPaKTUYHOI OHJIAaH-KOH(epeHLii (24 6epesHs 2023

POKy). Yepkaceka mociifgHa ctaniis 6iopecypciB HAAH - Yepkacu - 2023.. - c. 73-77

Aped’es B.JI., Hannnenko O.O., [linuk T.b. EQpexkTuBHICTh BUKOPUCTAHHS Pi3HUX METOIiB TEHOMHOT'O

(iHreprpUHTUHTY 117151 KOHTPOJIIO 32 KJIOHAJIbHUM PO3IOBCIOJKEHHSIM ITaMiB caibMOHen // MaTepianu

MixHaponHoi HayKoBO-TIpaKTU4YHOI KOH(depeHLii «bioTexHoJioris Ta ii posb B 3a6e3nedeHHi 300poB’s onel i

TBapuH»: 30. Hayk.nip. / Penkos: 'osoBko A.M. (rosiosa) Ta iH. — Hixkun: II1 Jlucenko M.M., 2023 - c. 92-93

X. 3aKJII0YHI BiZOMOCTi

KepiBHHK I0pHAHYHOI 0COOH

IlepeJtik 0Cci0O-BHKOHABILiB
BesBin €Bren IBaHoBuY

Bosnorin Bitaniit IropoBuy
(x. BET. H., CT.H.C., 16.00.03)

Kopaynens Hazapiin PomanoBuy

Kopaeiikos Onekcanap Mukosnanosuy
(x. BeT. H., C.1., 16.00.03)

Hebemyk Onexkcannp JIMUTpOBAY
(k. BET. H., 16.00.03)

Popina dna AnarosiiBHa
CnuoBa Osiena BonogymupiBHa

[Mesens KOmig BonogyumupisHa

BignoBigasibHUI 3a HiATOTOBKY

00JIiKOBHX JOKYMEHTIB
Tenedon

PeecTpartop

KepiBHuKk Bigginy YKpIHTEI, mpo €
BiZITIOBiJaJIbHUM 3a PEECTpalLilo HayKoBOi

OisIJIbHOCTI

YxoBcpkuil Bitasniit BiktopoBuy
1. BET. H., 16.00.03

Bogsotin Bitaniii IropoBuy

Opuenko TersiHa AHaTOJIiBHA

Opuenko Tetsana AHaTosiiBHA



