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I. 3arasibHi BimOMOCTI

Jep>kaBHHH 00J1iIKOBHI HOMep: 0220U100713

Jep>kaBHUH peecTpaniliHuI HOMeP: 0117U004836

Oco06J1uBi TO3HAYKHU: Binkpura

JaTa peectpamnii: 24-01-2020

II. Etran BukoHnauus JiP

Homep erany: 3

Ha3sBa eramny: I1porHo3yBaHHs 6io0riYHMX 3arpo3 i CraJKoBUX XBOPOO Y MOMYJISIISIX JIOANHN
IToyaTok eramy: 01.2019

3akiHyeHHs eTamy: 12.2019

Bupz 3BiTHOTO AOKYMEHTA: OCTaTOYHUM 3BIT

I11. BizomocTi npo BuKoHaBus JIiP

IloBHe HaliMEeHYBaHHS IOPHAUYHOI 0coou (a00 ITIIB ¢i3myHOi 0c00H): XapkiBchKuil HALLIOHATLHUIA

yHiBepcurteT iMmeHni B.H. Kapa3sina

Kopg 3a €IPIIOY: 02071205

Micuesnaxo;pKeHHﬂ: mangaH CBo6onu, 4, M. XapkiB, XapkiBcbkuil p-H., XapKiBcbKa 0671., 61022, Ykpaina
dopma ByracHoOCTI:

Cdepa ynpaBriHHS: MiHicTepCTBO OCBITH i HayKK YKpaiHu

Inentudikarop ROR: He zacrocosyerbcs

Po3mip opranisamii:

Tenedon: 380577051247

IV. BimomocrTi nipo ciiBBUKOHaBIIiB [IiP



V. BimomocrTi npo 3amoBHHKa [IiP

IloBHe HaliMeHYBaHHS IOPUIUYHOI 0coou (a6o ITIB ¢izuyHO0i 0c00H): MinicTepcTBO OCBiTH i HayKK

Ykpainu

Kog, 3a EJPIIOY: 38621185

Micuesnaxo;pxeum:: npoct. [Tepemory, 10, m. Kuis, KuiBcbka 061., 01135, Vkpaina
dopma BaacHOCTI:

Cdepa ynpaBiriHHS: KaGiser MiicTpis YkpaiHu

ImenTudikarop ROR: He zacrocoyerbcs

Poamip opranisanii:

TenedoH: 380444813221, 380444814763

VI. I>kepeJia, HanpsiMHu Ta oocsiru pinaHcyBaHHs JIiP

IlincraBa ojist npoBeaeHHs [iP: 34 - norosip (3aMOBJIEHHS) 3 IEHTPaTbHUM OPraHOM BUKOHABYOI BIajy,

akazemielo HaykK (TOJIOBHUMM PO3NOPSIHUKAMU OI0pKETHUX KOWITIB Ha TposefeHHs HIIJIKP)

Hampsam (l)iHchyBaHHﬂ: 2.1 - pyHIaMeHTabHI JOCIIIPKEHHS
I>kepesia piHaHCYBaHHS

7713 - KOWTH ep>KO0I0A KeTy

Kop, nporpamuoi kiaacudikarnii BuzaTKiB i KpeagurysBaHHs (KITKBK): 2201040

dakTuyHHi 06car ¢piHaHCcyBaHHSA (THC. rpH.): 300




VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

BiosioriyHi BUKJIMKY i 3arpo3y, 3yMOBJIEH] MirpanisiMu Ta iHBa3iIMu: MOMYJISALIMHO-TEHETUYHUH TTiAXiz,

Ha3sBa po6oTH aHIJIilICbKOIO:

Biological challenges and threats caused by migrations and invasions: Population genetic approach

Pedepar yKpaiHCBKOIO:

3arnporoHoBaHo eDEKTUBHI METOIY i MiTXOOX 1715 OL[iHKY T€HETUYHUX i €KOJIOTiYHMX HACJIiJIKiB CKOPOUEHHS abo
PO3IIMPEHHS apealis, iHBasiil i mirpauiii. OTpuMaHO HOBI AaHi Ipo reorpadiiyHe NOMKUPEHHS HU3KU BUJIiB TBAPUH,
1110 3MIiHIOIOTh CBOi apeasu, Ta iHdpopmaliito po reorpadivyHy CTPyKTypy HNONYJISLiN JIIOOVUHY i TBApUH.
3anpornoHOBaHO PEKOMEH AL II0/10 OXOPOHY PifIKiCHUX BUAiB (payHu YKpaiHu. BusHaueHo reHeTH4HiI HaCiIKu
Mirpauiii Ta inBazii. JocaimkeHo ¢inoreHeTHYHi 3B'SI13KU 32 JOIIOMOTOI0 aHaJIi3y MOCIIiIOBHOCTEN
MiTOXOHIpianbHUX TeHiB. Llel miaxim m03B0IMB onMcaTyl 1Ba HOBi BUIM MOPCHKUX MAPA3UTUYHUX ITSIBOK Ta OL[iHUTU
ixHi apanTauii 10 BEJIMKUX [VIMOMH i HU3bKUX TeMIlepatyp. [TokazaHo 3HauHU eHJeMi3M payHu AHTapKTUKU i
VHiKasIbHi MOP(OJIOTi4HI IPUCTOCYBAHHA NApa3uTiB pub. BusenieHo npuponHuii no6ip y sokyci COX1 cxigHoi
MeJMYHOI IT'SIBKA. MOZIe/II0BaHHS apeasliB MeIUYHNUX IT'SIBOK II0KA3aJ0 iXHe MOIMPEHHS y MalOyTHI JeCITUpivYsl.
Biosoriuzi iHBa3ii xapakTepu3yOTbCA NOMMPEHHSIM 3BUYaHUX TAIlJIOTHUINB i HU3bKAM F€HETUYHUM Pi3HOMAHITTIM
inBazuBHUX BUAiB. [TonyssLii CTENOBOI rafiloky JEMOHCTPYIOTh O3HAKU T€HETMYHOrO 30iIHEHHS Yepes i30JIs11i10 Ta
HU3bKi 3Ha4€HHS €(PEKTUBHOIO PO3MIpy MOMYJIALi, IO CTBOPIOE 3arpo3y iXHbOMY iCHYBaHHIO. [IoKa3aHo, K
3MiHMJIACs CTPYKTYpa KOMIIOHEHTIB IIPUPOIHOTO L0O0PY B Cy4aCHUX MOIYJISILIiSIX JIIOAUHY y IIOPiBHSIHHI 3
nokazHukaMu XX cT. OTpUMaHO IICUXOT€HETUYHI XapaKTEPUCTUKY MIrpaliiiHO akTUBHOT'O HaceJleHHs. B
YKPaiHChKUX MOMYJIALISX BU3HAYEHO PO3MOMiJ M0J1iMOP(]i3MiB reHiB ABOX LUTOXPOMIB, SIKi BiNOBIZAIOTh 3a
TpaHchOopMallilo KCEHOOIOTHUKIB i MalOTh BEJIMKE 3HA4Y€HHS 17151 papmakoTepanii. OTprMaHO NOKa3HUKHU, 1O
BigobpakatoTh audepeHLjialio yKpaiHCbKUX MOIyJIsILii, IHTEHCUBHICTb Mirpaujiii, CTymiHb i30Js1ii Ta iHOpUIUHTY B
pi3HuX perioHax YkpaiHu. BUsiBJIeHO BHECOK iCTOPUYHUX Mirpatiil y reHo(OH]J] Cy4acHOT0 HaceJIeHHs YKpaiHuy,

30KpeMa MiATBEPAKEHO BIJIMB HOCIIB SIMHOI Ky/IbTypH Ta BIEpIIE OL[iHEHO FeHETUYHUI BHECOK CKi(iB.

Pedepar aHIJIiHCBKOIO:

Effective methods were proposed to evaluate the genetic and environmental consequences of range reduction or
expansion, invasions and migrations. New data on the geographic distribution of animals that are changing their
ranges and information on the geographical structure of human and animal populations were obtained.
Recommendations on protection of rare species in Ukraine were proposed. The genetic consequences of
migration and invasion were determined. Phylogenetic relationships were revealed based on mitochondrial genes.
This approach allowed to describe two new species of marine leeches and to evaluate their adaptations to great
depths and low temperatures. Significant endemism of the Antarctic fauna and unique morphological adaptations
of fish parasites were revealed. Natural selection in the COX1 locus of the oriental medicinal leech was found.
Modeling medicinal leech ranges showed their distribution in the coming decades. Invasive species are
characterized by the spread of common haplotypes and low genetic diversity. Populations of the steppe viper show
signs of genetic impoverishment through isolation and low values of effective population size, which poses a threat
to their existence. It was shown how the structure of the components of natural selection in modern human
populations had changed in comparison with the indicators of the twentieth century. Psychogenetic
characteristics of the migratory population were obtained. The distribution of gene polymorphisms of two
cytochromes responsible for xenobiotic transformation and important for pharmacotherapy was determined.
Indicators reflecting the differentiation of Ukrainian populations, migration intensity, isolation degree and
inbreeding in different regions of Ukraine were found. The contribution of historical migrations to the gene pool of
the modern population of Ukraine.
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VIII. HaykoBa (HayKoBo-TexHiuHa) npoaykuist (HTII)

Hazsa HTII ykpaiHCBKOIO: HykieoTniHi IOCIiOBHOCTI iHBA3MBHUX BU/B, BUJB, IO MAIOTh EKOHOMIYHE

3Ha4YEHHS 200 3HAXOISAThCA Mif, 3aTPO3010 3HMKHEHHS, iHpOpMalisl IPO TeHEeTUYHI HACIiIKY Mirpauii i iHBasii.

Hassa HTII aHrsiiicbKo0: Nucleotide sequences of invasive species, species of economic importance or

endangered species, information on the genetic consequences of migration and invasion.

HTII, sixy nepen6a4asiocsi CTBOPUTH:

IIpuunnn, yepe3s aki HTII He Gysi0 cTBOpeHO:

OTpuMmaHi pe3yJIbTaTH: MeTtoay, Teopii

l'asy3s 3acToCyBaHHS: 72.11 [JociimkeHHs i1 eKCliepUMeHTasIbHI PO3po6KH y cdepi 6ioTexHOIorii
PeecTpaiifiHuii HOMep KapTKH T€XHOJIOT1i:

Onuc HTII: IMocainosHOCTI MITOXOH/IPiaJIbHUX 1 SIAE€PHUX I'€HIB iIHBa3MBHUX BUIIB i BUIIB, 110 MAIOTh MEUYHE
3Ha4YeHHS 200 3HaXOAAThCA Mif 3arpo3oio 3HuKHeHHs (Cameraria ohridella, Helobdella europaea, Hirudo orientalis
TOIO); (MiSIOTeHeTHYHI AepeBa i JaHi Mpo po3MOLiN YaCTOT F’eHeTUYHMX MapKepiB, 10 BiOMBaIOTh HACTIIKY
mirpauiit Ta inBasiit. OTprMaHo HOBY iHpOpMalLilo [IPo reHeTUYHI HAC/IiIKY iHBa3iil Ta Mirpaniil y nomyssuisx
nonvHY i TBapuH. IToniMop@ism 3a papmakoreHeTUYHO 3Hauymumu jokycamu 163A /C reny CYPIA2 i 516G /T reny
CYP2B6, BusIBJIEHUN B YKPAIHCBKIl MTOMYJISALLI, € MiICTABOIO [IJIs1 PEKOMEHALlii BIIPOBAI)KEHHS T€HETUYHOT O
TECTYBaHHS 3a L[IMMU BapiaHTaMu 1uToxpomy P450, mo BinnosifgaoTs 3a MeTaboIi3M JIiKiB, y KJIIiHIYHY [IPAKTHKY.
['eHeTU4YHA CTPYKTypa yKPaAiHCHKOI MOMYJIALil CBIIYNTD MTPO BAXKJIMBICTh IEPCOHAIBHOTO T€HETUYHOTIO TECTYBAHHS
17151 IPU3HAYEHHS JIIKAPChKUX 3aC00iB, Ki € cy0CcTpaTamMu LUX eH3UMiB. [IpoBefieHi HOoCiI>)KeHHs I0Ka3asy, o
HeOoO0XiIHO MigBUIyBaTH iHPOPMOBAHICTh HACEJIEHHS YKpAiHU NTPO (papMaKOT€HETUKY 3 METOIO ITOAAJIBIIOTO
BIIPOBA>)KEHHS 3aX0[iB IepCoHabHOI MeguunHU. OTprMaHo iHOopMallilo, IKy MOKHO BUKOPUCTATH [1JIs

30epekeHHs PifKiCHUX a60 eKOHOMIYHO BaXXJIMBUX BU/IIB, BIIPOBAII)KEHHS 3aXO0/iB IEPCOHATBHOI MEAUIIMHM.

ConjiannbHO-eKOHOMIYHA cripsimoBaHicTh HTII: Toninmenns SkocTi XUTTA Ta 3710pOB'sS HACENIEHHS,

e(peKTUBHOCTI iaTHOCTUKHU Ta JIiIKyBaHHSI XBOPUX
Brnius HTII Ha moBKiJjs:
BnposaaykenHss HTII: Bnposamxeno
IIpakTuyHa peasnisanis HTII
IToyaTok eramy: 01.2019
3akiHYyeHHs eTamy: 12.2019
Crno>KuBavi MPOAYKILii: Inctutyt 300so0rii im. 1. I. llImasnsraysena HAH Vkpainu
IlepcneKTHBHI pUHKH: HimeuyunHa, [Tossima, CIIA
XapakTep cniBpOOIiTHHIITBA 3 iIHBECTOPOM
IToTpiOHMI 06CAT iHBECTHILiH, THC. TPH.:
IIpaBa, 10 HaAAIOTHCS iHBECTOPY IiCJIsA 3aBEPLIEHHSI POOOTH: [IpaBa He HAAKOTHCS
HasiBHicTB Gi3Hec-myIaHy: Hi
TexHiKO-€eKOHOMi4HE OOrpyHTYBaHHSI. Hi
IToTeHUiaILHUM 00CAT IIPOAAKY, THUC. TPH.:

OuiKkyBaHHI TepMiH OKYIHOCTI (pPOKiB):
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