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VII. BizomocrTi npo IiP
Ha3sBa po6oTH yKpaiHCBHKOIO:

CTpyKTypHIi i QyHKIiOHa/NBHI AOCIiIPKeHHS (PaKTOPiB eJIoHTallii TpaHCIsLii BULIMX €BKAPiOTiB

Ha3sBa po6oTH aHIJIilICbKOIO:

Structural and functional studies of translation elongation factors of higher eukaryotes

PedepaT ykpaiHCbKOIO:

O6’exTH mocimKeHHsT ~KoMIIeKe (akTopiB TpaHcLii monHu eEF1B, pakrop enonrauii Tpancsnii eEF1A,
isopopmu eEF1Al i eEF1A2, dpakropu enonrauii Tpancsuii eEF1Bo, eEF1Bo, eEF1Bo. MeTa po60Ty - pO3KPUTTS
IIPOCTOPOBOI OpraHizalii TpaHCISILINHNX KOMIIJIEKCIB Ta iX KOMIIOHEHTIB, JOCJII)KEHHS IOTEHLiMHOI pOoJi
IOCTTPAHCALINHMX MoaudikalLiil y yHKIiOHyBaHHI (aKTOPiB TpaHCLii. MeTonu NOoCiI)KeHHsT — BOGHEBO-
IenTepieBUil 0OMiH i3 MOJAJIBIIOI MAC-CIIEKTPOMETPIi€l0, aHAIITUYHE YyIbTPaleHTPUQPYTryBaHHS, MyTareHes OiJKiB,
xpomarorpadiuHe BUIineHHs iHAUBinyanbHUX 6i/IKiB, aHaMITUYHA resib-QinbTpalis, cuctema 6i0JIIOMiHECLIEHTHOTO
PE30HAHCHOTO €HEPreTUYHOro NepeHocy, BecTepH 6710T, KO-iMyHOIIpeLuuIiTallis, Ko-Ipeuuniraris 6iikKis,
KOH(QOKabHa MiKPOCKOIIisl, MaC-CIIEKTPOMETPIs, I0JliMEePa3Ha JIaHIIOT0Ba peakllisl, MOJIEKYJISIPHO-010JI0TiuHi
metony pobotu 3 JHK, kiHeTnuHi MeTonu, 6ioiHGOpMaTHIHNI aHAIi3, MOJIEKYJIIPHE MOJIE/IIOBaHHS,
MOJIEKYJISIDHUI NOKIHT. BusiBiieHO, 110 HyKeoTH-06MiHHI cybonunuli eEF1Bo i eEF1Bo komnekcy ¢akropis
esioHratlii TpaHcsduii eEF1IB 1eMOHCTPYIOTh IPaKTUYHO OJHAKOBY 3[1aTHICTh 10 B3a€MOJii i3 (paKTOpPOM eJloHTrallii
tpaHciauii eEF1A B kiiTuHax moguHu. [TokasaHo, o 3a71eXHUH Bill TEMIOBOrO MOKY (pakTop TpaHcKpumnuii eEF1BoL,
kUit € i3odpopmoro pakropa enonraiiii Tpancisauii eEF1Bo, 36epirae 3maTHICTb 10 B3aeEMOZIi i3 pakTopom esoHratlii
TpaHcisuii eEF1A B kyiTUHAX JI0OVMHMU.

Pedepar aHIJ1iHCBKOIO:

Objects of study - the human translation factor complex eEF1B, the translation elongation factor eEF14, its
isoforms eEF1A1 and eEF1A2, and the elongation factors eEF1Bn, eEF1Bo, and eEF1Bo. Objective of the work - to
elucidate the spatial organization of translation complexes and their components, and to investigate the potential
role of post-translational modifications in the functioning of translation factors. Research methods -
hydrogen-deuterium exchange followed by mass spectrometry, analytical ultracentrifugation, protein
mutagenesis, chromatographic purification of individual proteins, analytical gel filtration, bioluminescence
resonance energy transfer (BRET) system, Western blotting, co-immunoprecipitation, protein co-precipitation,
confocal microscopy, mass spectrometry, polymerase chain reaction (PCR), molecular biology methods for DNA
manipulation, kinetic methods, bioinformatic analysis, molecular modeling, and molecular docking. It was found
that the nucleotide exchange subunits eEF1Bo and eEF1Bn of the translation elongation factor complex eEF1B exhibit
almost identical ability to interact with the translation elongation factor eEFIA in human cells. It was also shown
that the heat shock-inducible transcription factor eEF1BoL, which is an isoform of the translation elongation factor
eEF1Bn, retains the ability to interact with eEFIA in human cells.
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Ha3zsa HTII yKpaiHCBKOIO: CTBOPHO KOMILIIEKCH CYGOAMHULIb HYKJIEOTUAHOTO 06MiHy eEF1Bo i eEF1Bn

komIuiekcy eEF1B Ta nosroi isodpopmu eEF10L Hykneotun o6miHHOro 61Ky eEFln i3 pakTopom estoHrauii TpaHcsii
eEF1A.

Haszsa HTII anrJificbKo10: Complexes of nucleotide exchange subunits eEF1Bo and eEF1Bo of the eEF1B
complex and the long isoform eEFIoL of the nucleotide exchange protein eEFln with the translation elongation factor
eEF1A were formed.
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