O0Js1ikoBa KapTKa aucepTaii

I. 3arasibHi BimOMOCTI

Jep>kaBHHH 00J1iKOBHI HOMep: 0420U101052
Oco006J1uBi TO3HAYKH: BinKpura

JaTa peecrtpamnii: 30-07-2020

Craryc: 3axumeHa

PexBi3utu Hakasy MOH / Haka3y 3aKjazy:

I1. BizomocrTi nipo 3700yBaya

Baacue IlpizBume Im'a Ilo-6aTbKOBI:
1. 3esekano Bikropis KocTsaHTrHIBHA

2. Zezekalo Viktoriia

KBasmigikamis:

InenTudikarop ORCID ID: He 3acrocosyerbcs
Bup, pucepranii: kanguzaar Hayk
AcnipaHTypa//IOKTOpPaHTypa: Hi

IIIndp HayKoBOi cneniaJabHOCTI: 16.00.03

Ha3Ba HayKoOBOIi CcIeniaJIbHOCTI: BetepunapHa MiKpo6iosioris Ta BipycoJioris

T'anyss / ramysi 3HaHB. He 3aCTOCOBYETHCS

OcBiTHBO-HayKOBa Mporpama 3i creniaJbHOCTI: He 3acTocoByeTbCs

Jata 3axucry: 20-07-2020

CnenianbHICTB 32 OCBITOIO: 211-BeTepyHapHa MEIULIMHA

Micue po6oTH 34,00yBaya: [TostaBcbKa iep)kaBHa arpapHa akazieMist

Koz, 3a €IPIIOY: 00493014

Micue3HaxoaKeHHS: ByJ1. CkoBOopoau 1/3, M. [Tositasa, [TonTaBcbkuil p-H., [lonTaBcbka 06:1., 36003, Ykpaina

dopma BaacHOCTI:

Cdepa ynpaBiriHHS: MiHicTepcTBO OCBIiTH | HayKy YKpaiHu

ImenTudikarop ROR: He zacrocoyerbcs



I11. BimomMocTi mpo opranizariiio, e Big0OyBcsl 3aXHCT
Iudp cnenianizoBaHoi BYEHOI pagH (Pa30Boi CleliaJai30BaHOi BYEHOI pazu): [l 64.359.01

IToBHe HaliMeHYBaHHSI IOPHUAUYHOI 0COOM: HauioHanbHMil HAYKOBUIA LEHTP "[HCTUTYT

€KCIIEPUMEHTAJILHOI i KJIIHIYHOI BETEPMHAPHOI MeAULIMHN"

Kopg 3a €IPIIOY: 00497087

Micue3Haxoa>KeHHSI: By [TymkiHchbka, 6. 83, M. XapkiB, XapkiBcbkuii p-H., Xapkiscbka 061., 61023, Ykpaina
dopma BaacHOCTI:

Cdepa ynpaBitiHHS: HaujonanbHa akaziemiss arpapHuX HayK YKpainu

InenTugikarop ROR: He zacrocosyerscs

IV. BizomocTi nipo nmiznpueMcTBO, yCTaHOBY, OpraHisalliio, B sIKii 0yJ10
BUKOHaHO JHUCEPTALil0

IloBHe HaliMeHYBaHHSI IOPHUAHUYHOI OCOOH: [TosTaBCbKa IepKaBHa arpapHa akazieMis

Kop 3a EIPIIOY: 00493014

MicuesnaxomerHﬂ: ByJ1. CkoBoponu 1/3, m. [TonTaBsa, [TonTaBcbkuii p-H., [lontaBebka 061, 36003, Ykpaina
dopma By1acHoCTI:

Cdepa praBJIiHHﬂ: MiHicTepcTBO OCBiTH 1 HayKU YKpaiHu

InenTudikarop ROR: He zacrocosyerscs

V. BimomocTi npo guceprauiio

Mosga guceprarii:

Koau TemaTHYHHUX PYOPHK: 68.41.35, 68.41.41

Tema gucepranii:

1. MonekysspHO-TeHETUYHA AiarHOCTHKA 3aXBOPIOBaHb TBAPWH, CIIPUYMHEHUX XJIaMiflienonibHuMy opraHisMamu

2. Molecular genetic diagnostics of animal diseases caused by Chlamydia-like organisms

Pedepar:

1. Y puceprauiiiHiil po60Ti y3araJbHEHO pe3yJbTaTy €KCIIEPUMEHTaNbHUX JOCiIKEeHb Ta OTPMMaHO HOBI [aHi 10710
6akrepiit nopsaxy Chlamydiales. Po3po6sieno tectu Ha ocHoBi [1JIP gy iHguKanii Ta BULOBOro qu@epeHLiloBaHHS
6akrepiit Waddlia chondrophila, Parachlamydia acanthamoebae, Candidatus Piscichlamydia salmonis, Candidatus
Clavochlamydia salmonicola, siki € Hai16i1b11 He6e3eYHUMU 11715 CBIMICbKUX TBAPUH i IPOMUCIIOBUX BUJIB PUO
Ykpainny, a Takox IJIP 1015 omHOYacHOTo BUSIBJIEHHS 30y HUKIB emnitesionucTto3dy (Candidatus Piscichlamydia
salmonis ta Candidatus Clavochlamydia salmonicola), siki MOHCTPYIOTb BUCOKY TOYHICTb i cieLi(piuHiCTh
(6mm3bKO 100 %), aHaniTU4HY 4yTAUBICTD (98,95-99,95 %), miarHocTnyHi edekTruBHiCTb (99,3-99,8 %) i LiHHICTDb
(83,00-96,43 %), i MO>XKyTb BUKOPUCTOBYBATUCS [JIs1 AiarHOCTUKY XJIaMiZli03iB, CHPUYMHEHUX
xJlaMifiiecriopiiHeHUMH 6aKkTepisiMu. Po3po6ieHMMY METOIVKAaMU BIieplle B YKpaiHi y KIiHIYHMX 3pa3Kax Bif,
BEJIMKOI poraroi XyJ0o61 3 Miflo3polo Ha xaMifiinay indexuito BussiaeHo JHK xnamigienonionux 6akrepiit Waddlia
chondrophila (44 %) Ta Parachlamydia acanthamoebae (14,3 %), Big nctpyra crpymkoBoro — Candidatus



Piscichlamydia salmonis (13,8 %) i Candidatus Clavochlamydia salmonicola (2,5 %), Bif cBuHei1 3 nizo3poio Ha
xyamififiny indexuiio Brnepuie y citi— Waddlia chondrophila (28,6 %).

2. The thesis is devoted to chlamydia of farm animals and fish, in the thesis presents the results of the development
of diagnostic tools for the identification and species differentiation of pathogens of animal Chlamydia, which
caused by Chlamydia-like bacteria, using the PCR method based on 16S rRNA gene. At the initial stage, the most
significant species of bacteria of the order Chlamydiales, isolated from mammals and fish and not included in the
family Chlamydiaceae, were identified: Parachlamydia acanthamoebae, Waddlia chondrophila, Candidatus
Clavochlamydia salmonicola, Candidatus Piscichlamydia salmonis. The next stage was bioinformation studies. Of
the 119,875 primary sequences belonging to 296 strains of 45 bacterial species of the Chlamydiales order presented
in international databases, 2,227 nucleotide sequences of the 16S rRNA, 16S-23S rRNA, RNase P, MOMP genes were
subjected to detailed analysis. As a result of gene analysis, the 16S rRNA gene was selected to search for
hypervariable regions. The intraspecific alignment of the 16S rRNA gene showed single nucleotide substitutions,
however, the level of intraspecific homology was 99%. By interspecific comparison of the 16S rRNA gene of
phylogenetically close species of bacteria of the order of Chlamydiales, variable regions were found, on the basis of
which the design of species-specific oligonucleotide primers was developed for each species (Waddlia
chondrophila, Parachlamydia acanthamoebae, Candidatus Clavochlamydia salmonicola, Candidatus Piscichlamydia
salmonis). In the process of the primer selection, we used the computer program MEGA 7 and the online service
“primer-BLAST”. The primers were designed in such a way that they were able to adapt for real-time PCR.
Checking for possible hybridization of the developed primers with the genomes of other organisms, both of
conditionally pathogenic organism and pathogens of other diseases, was carried out using the BLAST online
service. The third stage was verification for analytical specificity that performed by amplification of the control
DNA samples of nine species included in the Chlamydiales order and it showed the absence of PCR products
except products of the expected size and only in case of presence of DNA of the corresponding species. As a result
of restriction analysis of PCR products using Alul, TasI and Hinlll endonucleases (Thermo Fisher Scientific, USA),
fragments of the expected length were formed, which confirmed the identity of the PCR products. The optimal
annealing temperature during amplification using reagents Thermo Fisher Scientific (USA) is a temperature of
60°C. DNA was isolated from clinical material using the “DNA express” reagent, LITECH. The control samples for
checking and testing the developed oligonucleotide primers for the indication and species differentiation of
Chlamydia-like bacteria were samples of the control DNA of Parachlamydia acanthamoebae, Waddlia
chondrophila, Chlamydia avium, Chlamydia pecorum, Chlamydia abortus, Chlamydia psittaci, Chlamydia suis,
Chlamydia caviae, Candidatus Clavochlamydia salmonicola and Candidatus Piscichlamydia salmonis obtained from
European reference laboratories. The analytical sensitivity of the developed PCR ranged from 98.95-99.95%, the
accuracy and specificity were close to 100%, the diagnostic efficiency was 99.3-99.8%, and the diagnostic value
was 83.00-96.43%, due to optimal amplification conditions and the ratio of the reaction mixture in a certain
interval of the method, which was > 0.20-0.02 ng/l. Epizootological screening, in the framework of clinical trials,
was carried out on biological material taken from cattle and pigs in farms of the Poltava region and brown trout
(Salmo trutta) samples taken from fisheries in the Lviv region. In total, about 300 samples from cattle, 28 samples
from pigs, 80 samples of trout were studied. DNA of Chlamydia-like bacteria Waddlia chondrophila (44%) and
Parachlamydia acanthamoebae (14.3%) were found in clinical samples of cattle. DNA of Chlamydia-like bacteria
Candidatus Piscichlamydia salmonis (13.8%) and Candidatus Clavochlamydia salmonicola (2.5%) were found in
samples taken from trout. DNA of Chlamydia-like bacterium Waddlia chondrophila (28.6%) was first detected in
samples taken from pigs. In the studied material, the prevalence of Chlamydia-related organisms was higher than
representatives of Chlamydia genus. The data of experimental and clinical trials indicate the appropriateness of
using the developed diagnostic methods for epizootological studies and species differentiation of Chlamydia
pathogens.

Jep>kaBHUH peecTpauiiiHuii Homep [IiP:

IIpiopuTeTHHI HaNIpSIM PO3BUTKY HayKH i TEXHIKH:



CrpareriyHui NpiopUTETHUI HAIIPSIM iHHOBaLilHOI AiSJIBHOCTI:
ITiZCcyMKH JOCTiI>KEeHHS:

ITy6sikamii:

HaykoBa (HayKOBO-TE€XHiYHa) IPOAYKILis:
Coria;iIbHO-€KOHOMIYHA CIIPSIMOBaHICTh:

OxopoHHi gokymeHTH Ha OIIIB:

BrnpoBaakeHHs pe3yJIbTaTiB AHCepTalii:

3B'S130K 3 HAYKOBHMH T€EMaMH:

VI. BizoMocTi mpo HayKOBOr0 KEPiBHUKA /KePiBHHUKIB (KOHCYJIbTAaHTA)
Baacue IlpizBume Im'a Ilo-6aTbKOBI:

1. Ilepenepa Cepriit Bopucosuu

2. Peredera Sergij Borysovych

KBasigikamis: . ser. 1., 16.00.06
InenTudikarop ORCID ID: He 3acrocosyetbcs
JopaTrkoBa iHdpopmamnist:

IloBHe HaliMeHYBaHHS IOPHUAHYHOI 0COOH:
Kopg 3a €1PIIOY:

Micue3Haxoa KeHHSI:

dopma ByracHoCTI:

Cdepa ynpasiriHHS:

InenTudikarop ROR: He zacrocosyerscs

VII. BigomocTi npo odinilfiHuX ONOHEHTIB Ta PELeH3€HTIiB
OdiuiiiHi OIOHEHTH
BiacHe IIpi3Buie Im'a ITo-6aTbKOBI:

1. Hegocekos Bitasniin Bosogumuposuy

2. Nedosiekov Vitalii V.

KBasigikamis: 1. ser. 1., 16.00.03
InenTudikarop ORCID ID: He 3acrocosyetscs
HoparkoBa indopmamist:

IloBHe HaliMeHYyBaHHSI IOPHUAHUYHOI OCOOH:

Kopg 3a €IPIIOY:



Micue3HaxoaKeHHS:
dopma ByracHoCTI:
Cdepa ynpasiiHHS:

InenTudikarop ROR: He zacrocosyerscs

Baacue IlpizBume Im'a Ilo-6aTbKOBI:
1. Cutiok Mukosa [leTpoBuy

2. Sytiuk Mykola P.

KBasigikamis: 1. ser. 1., 16.00.03
InenTudikarop ORCID ID: He 3acrocosyerncs
JoparkoBa iHdpopmamnist:

IloBHE HaHMEHYBaHHS IOPHIHYHOI 0COOH:
Kopg 3a €IPIIOY:

Micue3HaxoAKeHHSI:

dopma ByracHoCTI:

Cdepa ynpasiriHHS:

InenTudikarop ROR: He zacrocosyerscs

Penensentu

Baacwue IlpizBumie Im'a Ilo-6aTbKOBI:
1. O6yxoBchka Onbra BanepiiBHa

2. Obukhovska Olga V.

KBasidikamis: 1. ser. 1., 16.00.03
InenTudgikarop ORCID ID: He 3acrocosyerncs
JoparkoBa iHdpopmamuist:

TloBHe HaliMEeHYBaHHS IOPHIHYHOI 0COOH:
Kopg 3a €IPIIOY:

Micue3Haxoa KeHHS:

dopma ByracHoOCTI:

Cdepa ynpasiriHHS:

InenTudikarop ROR: He zacrocosyerscs

BsacHe IIpizBuie Im'sa I1o-6aTbKOBI:
1. JInumancobka Ouibra FOpiiBHa

2. Lymanska Olga Yu.



KBasigikanis: 1. 6. 1., 03.00.20
InenTudikarop ORCID ID: He 3acrocosyerses
JoparkoBa iHdpopmamnist:

IloBHe HaiMEeHYBaHHS IOPHIHYHOI 0COOH:
Kopg 3a €1PIIOY:

Micue3Haxoa KeHHSI:

dopma By1acHoCTI:

Cdepa ynpasiiHHS:

InenTudikarop ROR: He zacrocosyerscs

Baacue IlpizBume Im'a Ilo-6aTbKOBI:

1. IManin Anartonin IlaBnoBuy

2. Paliy Anatolii P

KBasidikamis: 1. ser. 1., 16.00.03
InenTudgikarop ORCID ID: He sacrocosyerbcs
JoparkoBa iHdpopmamuist:

IloBHe HaHMEHYBaHHS IOPHIHYHOI 0COOH:
Kop 3a €IPIIOY:

Micue3Haxoa KEeHHSI:

dopma ByTacHOCTI:

Cdepa ynpassriHHS:

InenTudikarop ROR: He zacrocosyerscs

VIII. 3aKkJII04Hi BiZoOMOCTi

BsiacHe IIpi3Buie Im'sa ITo-6aTbKOBI

TOJIOBH pajgu

BaacHe IlpizBuiie Im's ITo-6aTbKOBI

rOJIOBYIOYOTO Ha 3acCiiaHHi

BignoBigasbHUMH 3a HiATOTOBKY

00JIiKOBUX JOKYMEHTIB

PeectpaTtop

Crerniit Bopuc Tumo@itoBny

Crerniit Bopuc TumodirioBuy



KepiBuuk Bigginy YKpIHTEI wo e
BiZITIOBiZaIBHUM 3a peecTpallilo HayKoBoi IOpuenko T.A.

JisiIbHOCTI




