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I11. BimomMocTi mpo opranizariiio, e Big0OyBcsl 3aXHCT

IIudp cnenianizoBaHoi BYU€HOI pagH (Pa30Boi CleliaJai30BaHOI BYEHOI pasu): [1 35.246.01
IloBHe HaiMEeHYBaHHSI IOPHUAUYHOI 0COOM: [ncTuTyT Giosorii kinituau HAH Ykpainu

Kopg 3a €IPIIOY: 25255758

Micue3HaxoaKeHHS: IparomaHnosa 14 /16, m. JIbBiB, JIbBiBCbKa 0061., 79005, YrpaiHna

dopma ByracHoCTI:

Cdepa ynpaBiriHHS: HaujonasnbHa akaziemis HayK YKpaiHu

InenTudikarop ROR: He zacrocosyerscs

CeKTop HayKH: He 3aCTOCOBYETHCS

IV. BizomocTi ripo miznpueMcTBO, yCTaHOBY, OpraHisalliio, B sIKii 0yJ10
BHKOHAHO JHCEPTaIlilo

IloBHE HaliIMEHYBaHHS IOPUAMYHOI 0COOH: IHCTUTYT Giomorii kiitnan HAH Ykpainu

Kopg 3a €IPIIOY: 25255758

Micue3Haxoa KeHHs: 79005, m.JIbBiB, ByJ1.JlparomaHoBa 14,/16

dopma ByracHoCTI:

Cdepa ynpaBiiHHS: HaujonanbHa akazemis HayK YKpaiHu

InenTudikarop ROR: He zacrocosyerscs

CeKTOop HayKH: He 3aCTOCOBYETHCS

V. BimomocTi npo gucepraniio

Mosga aguceprarii:

Koau TemaTHYHHUX PYOPHK: 34.19

Tema gucepranii:

1. dyHKuioHaNBHA POJIb 6iNIKiB, IO 6epyTh y4acTh y nekcodarii y IpiKaxKiB.

2. The functional role of the proteins, involved in pexophagy in yeasts.

Pedepar:

1. O6'eKT BOCIIPKEHHS: MOJIEKYJISIPHUN MexaHi3M Jerpagalii IepoKCUCOM B [TeKapChbKUX IPiXIKiB Saccharomyces
cerevisiae i MeTunoTpopHux Opikaxis Pichia pastoris. Meta po6oru: ineHTndhiKyBaT HOBi re€HY, 3a4isdHi y
nekcodarii y P. pastoris, Ta gocainutu possb s nekcodarii 1esikux 6iIKOBUX KOMIIOHEHTIB PO3Ii3HaBaHHS
IJIIOKO3U Y OPIKIKIiB S. cerevisiae i P. pastoris. MeTonu focClipKeHHs: MEeTOM KIIITUHHO]I 6i0J10Tii, MOJIEKYJISIpHO-
reHeTHYHi, 6i0xiMivHi, cTaTucTHyHI. [TokazaHo, mo KomnoHeHTH JAM®-TIKA curHanbHOro msixy, peuentop G-
6inka Gprli G-6inok Gpa2, 3anisiHi y po3ni3HaBaHHi IV1I0KO3U B Npoleci nekcodarii y nekapcbKux IpisKIKiB S.
cerevisiae, ajie He y MeTWJIO0TpodHUX IPiXIKiB P. pastoris. BcTaHoBeHO, 110 Jeselis reHa BUCokoadiHHOTro
ryII0Ko3Horo ceHcopa SNF3 a6o rena Hu3bkoadiHHOro ry1oKo3Horo ceHcopa RGT2, Ha BigMiny Bin geserii rena

GPCR cencopa GPR1, He3HauHO BIIJIUBAE Ha Aerpajaliilo IEPOKCUCOM Y S. cerevisiae. OfHak, Aesellist reHiB 060x



cencopiB SNF3 i RGT2 cyTTeBo cnoBinbHIOE Iekcoarito. [IpoBeneno noumyk 6ijKiB, SIKi y OpDKIKOBIA IUTiOpUIHIN
crcteMi B3aeMoJiloTh i3 6ikom Atg28 P. pastoris, Ta ineHTHdikoBaHO HOBUIT aBTOdAriiiHUH 6i70K, Ha3BaHUH Atg35.
BcraHoBieHo, mo 6in0k Atg35 P. pastoris, sk i Atg28, 6epe yyacTs y mikponekcodarii, a came, yrBopeHHi MIPA, are,
Ha BiIMiHy Biz Atg28, He 6epe y4acTi y Makponekcodarii, Cvt-uuisixy i HecneuudiuHiit makpoasrodarii. Cdepa
BHUKOPUCTaHHSI: LIUTOJIOTiS, KJITUHHA 6i0JI0Tis.

2. Research object: molecular mechanism of degradation of peroxisomas in baker's yeast Saccharomyces cerevisiae
and methylotrophic yeast Pichia pastoris. Aim of work: to identify the new genes involved in pexophagy in P.
pastoris, and investigate a role for pexophagy of some protein components of recognition of glucose in yeasts S.
cerevisiae and P. pastoris. Research methods: methods of cell biology, molecular-genetic, biochemical, statistical.
It is shown that components of cAMP-PKA signaling pathway, G-protein coupled receptor Gprl and G- protein
Gpaz2, involved in sensing of glucose in the process of pexophagy in baker's yeast S. cerevisiae, but not in
methylotrophic yeast P. pastoris. It is shown that deletion of the gene of high-affinity glucose sensor SNF3 or gene
of low-affinity glucose sensor RGT2, unlike the deletion of gene of GPCR sensor GPR1, insignificantly influences on
degradation of peroxisomes in S. cerevisiae. However, deletion of genes of both sensors SNF3 and RGT2
substantially slows pexophagy. The search of proteins that in the yeast two-hybrid system interact with the
protein Atg28 of P. pastoris is conducted, and the new autophagic protein named Atg35 is identified. It is shown
that protein Atg35 of P. pastoris, as well as Atg28, participates in micropexophagy, namely, formation of MIPA, but,
unlike Atg28, does not participate in macropexophagy, Cvt-pathway and non-specific macroautophagy. Sphere of
the use: cytology, cellular biology.
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TOJIOBH paju
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