O0Js1ikoBa KapTKa aucepTaii

I. 3arasibHi BimOMOCTI

Jep>kaBHUH 00J1iIKOBHI HOMeP: 0410U003687
Oco006J1uBi TO3HAYKH: BinKpura

JaTa peectpauii: 17-06-2010

Craryc: 3axumeHa

PexBi3utu Hakasy MOH / Haka3y 3aKjazy:

I1. BizomocrTi nipo 3700yBaya

Baacue IlpizBume Im'a Ilo-6aTbKOBI:
1. MenBinpe Onbra MuxaniiBHa

2. Medvid olga Myhaylivna

KBasmigikamis:

InenTudikarop ORCID ID: He 3acrocosyerbcs
Bup, pucepranii: kanguzaar Hayk
AcnipaHTypa/JIOKTOpPaHTypa: Tak

IIIndp HaykoBOi ceniaIbHOCTI: 03.00.15
Ha3Ba HayKOBOIi CIeniaJIbHOCTI: [eHeTnka

T'anyss / ramysi 3HaHB. He 3aCTOCOBYETHCS

OcBiTHBO-HayKOBa Mporpama 3i creniaJbHOCTI: He 3acTocoByeTbCs

Jara 3axHcTy: 15-06-2010

CreniaJbHICTh 32 OCBiTOIO: 7.130102

Micue po6oTH 34,00yBaya: JlyraHCchKuil HALLIOHAIbHUIA arPAPHUIl YHIBEPCUTET

Koz, 3a €IPITIOY: 00493669

Micue3Haxoa>KeHHS: 61002 m. XapkiB, ByJl. ATYEBCHKUX, 44

dopma BaacHOCTI:

Cdepa ynpaBiriHHS: MiHicTepcTBO OCBIiTH | HayKy YKpaiHu

ImenTudikarop ROR: He zacrocoyerbcs



I11. BimomMocTi mpo opranizariiio, e Big0OyBcsl 3aXHCT

Iudp cnenianizoBaHoi BY€HOi pagH (pa30Boi creliaai30BaHOi BYEHOI paju). [l 41.363.01
IloBHe HaliMeHYBaHHSI IOPHUAHUYHOI OCOOH:

Kop 3a €IPIIOY:

Micue3HaxoaKeHHS:

dopma ByracHoCTI:

Cdepa ynpasiriHHS:

InenTudikarop ROR: He zacrocosyerscs

IV. BimomocTi Ipo niznpueMcTBO, YCTaHOBY, OpraHi3alliio, B sIKi# 0yJ10

BHKOHAHO JHCEPTaIlilo

IToBHE HaﬁMeHyBaHHﬂ IOPUIHUYHOL 0CO0H: JlyraHChKMII HAL[iOHAJILHUIA arpapHUii yHiBEPCUTET
Kog, 3a €EJIPTIOY: 00493669

Micue3HaxoO KeHHS: 61002 m. Xapkis, ByJl. ATYEBCbKUX, 44

dopma ByracHOCTI:

Cdepa yIIpaBJIiHHﬂ: MiHicTepcTBO OCBiTH i HayKU YKpaiHu

InenTudikarop ROR: He zacrocosyerscs

V. BizomocTi npo gucepraniio
MoBga guceprariii:
Koau TeMaTHYHHUX PYyOPHK: 34.23.57

Tema gucepranii:
1. MinnuBicTs 6yzioBU I104y Ta KBiTkM Arabidopsis thaliana (L.) Heynh. nig BniuBom myTaHTHUX anesis reHis CLV1
Ta AP1

2. Variability of Arabidopsis thaliana (L.) Heynh. fruit and flower structure under the influence of the mutant alleles
of CLV1 and AP1 genes

Pedepar:

1. O6’eKT: reHETUYHUI KOHTPOJIb CTPYKTYPU KBIiTKM Ta IIJIOJY MyTaHTHUX JIiHii Arabidopsis thaliana. Mera: BuB4nTn
reHeTUYHi MeXaHi3MU PeryJIloBaHHS PO3BUTKY KBIiTKH i Iy10/ly apabifoncuca nif, BIJIMBOM PELieCUBHUX MyTaHTHUX
anesniB 3a kKaproBaHumu reHamu CLV1 ta AP1. Metonu: ribpunmosioriyHuil, nopiBHsIbHO-MopdosoriyHuii, RAPD-
aHai3, cTaTUCTMYHUN. HoBM3HA: Blleplie IPOBeIeHO KOMIIJIEKCHE BUBYEHHS e(peKTa MyTaHTHUX ajleliB reHis CLV1
Ta AP1 Ha 6y[0BY KBITOK i IJ10AiB apabifoncuca. Pe3ysbTaTi: yCTaHOBJIEHO IIeHOTpOonHuM edekT reHis CLV1i AP1
Ha GOpMYBaHHS IJIONY Ta BCiX OPTaHiB KBiTKU. Bu3HaueHo, 1o Mif, BIJINBOM peLieCUBHOTO asnes clvl-1y minii N45
YTBOPIOETHCS I1J1if} TPU-4OTHMPUTHI3ia KOPOOOUKa, @ HE CTPYUOK, 1110 IPU3BOAUTH IO IOCTOBIPHOIO 36i/1blIEHHS
KiJIbKOCTi HaciHuH B my1oAi Ha 30% MOPiBHSIHO 3 €(PEKTOM reHy er-1. YCTaHOBJIEHO IOCUIIEHY Aito anes apl-1 sk
MiHyc-anesst Ha GOpMyBaHHs BCiX opraHiB KBiTki. CTBOpPEHO renTamapKepHa JiHis 3a anensamu apl-1, bp-1, clvl-1,
dis2-1, er-1, gl1-1, tfl1-2 (Lug62), 3py4yHy aJis reHeTUIHOro aHasizy apabigorncuca. Ha ocHoBi npoBeneHoro RAPD



aHaJli3y BUSIBJIEHO BiIMiHHICTb B OpraHisalii reHOMy JOCJIiIXYBaHUX JIiHil apabinoncuca Tasns 3a peLleCUBHUMU
KapToBaHUMU reHamu er-1; clvl-1,er-1; apl-1,er-1ta apl-1,clvl-1,er-1 Ta moBeneHo ix reHeTUYHY NOHiIOHICTb. CTYIIiHb
BIIPOBA)KEHHSI: BUJIAHO KaTaJor reHeTUYHO]I KoseKLii apabinoncuca JlyraHCbKOro HalliOHaJIbHOTO arpapHoro
yHiBepcuTeTy. TeopeTuuHi HaOyTKU BKJIIOYEHI Y BifJ[IOBiHI PO3Miix 3araabHOro Kypcy reHetuku Jlyrancekoro HAY.
Cdepa BukopucTaHHS: BULli HaB4YasIbHi 3akiaay MOH, MinarponositTuky YKpainu

2. Object: the genetic system of control of Arabidopsis thaliana flower and fruit structures. Aim: to study the
genetic mechanism of formation of of Arabidopsis thaliana flower and fruit structures by the effect of recessive
mutant genes CLV1 and AP1. Methods: hybridological, morphological, RAPD-analysis, statistical. Novelty: the
complex justifications of influence of mutant allele of genes CLV1 and AP1 on the flower and fruit structure were
proved. Results: the pleiotropic effect of mutant alleles of the mapped CLV1 and AP1 genes on flower and fruit
development has been studied. Under the influence of the clvl-1recessive allele in line N 45 a fruit of three- or
four-celled capsule was developed instead of a silique. The clvl mutant gene caused significant increase, up to
30%, in number of seeds in a fruit in comparison with effect of the er-1 gene. An intensified effect of apl-1 allele as
a minus-allele on the formation of all floral organs has been found. The ap1-3 mutant allele decreased number of
sepals (~ up to 40%), stamens (~ up to 16%) and resulted in a complete absence of petals. The heptamarker line
which contains the apl-1, bp-1, clvl-1, dis2-1, er-1, gli-1, tfl1-2 alleles (Lug62) is convenient for genetic analysis of
arabidopsis since. On the basis of RAPD analysis the difference in the genome organization of the A. thaliana lines
which contain the recessive mapped genes er-1; clvl-1,er-1; apl-1,er-1 and apl-1,clvl-1,er-1 as well as their genetic
similarity has been proved. Application stage: the catalogue of Arabidopsis thaliana genetic collection of Lugansk
National Agricultural University was published. The toretical and practical attainments have been included in the
respective parts of the general genetics of Lugansk National Agricultural University. Application area: institution of
higher education of MES, Minagropolityky of Ukraine

Jep>kaBHHHM peecTpauiiiHuii Homep [IiP:

IIpiopuTeTHHI HANIpSIM PO3BUTKY HayKH i TEXHIKH:
CrpareriyHu# NpiopHTETHHUI HAIIPSIM iHHOBaLiHHOI AiSJILHOCTI:
ITizcyMKH JOCTiI>KEeHHS:

ITy6osrikamii:

HaykoBa (HayKOBO-TE€XHiYHa) MPOAYKILis:
ConiasibHO-€KOHOMIYHA CIIPSIMOBaHICTbh:

OxopoHHi goKymeHTH Ha OIIIB:

BrnpoBaakeHHS pe3yJIbTaTiB AHCEpTalii:

3B's130K 3 HAYKOBUMH T€MaMH:

VI. BizomocCTi Ipo HayKOBOr0 KEPiBHHKA /KEPiBHHUKIB (KOHCYJIbTAaHTA)

Baacue IlpizBumie Im's Ilo-6aThKOBI:
1. Yeuenesa TeraHa MukosaiBHa

2. Tchetcheneva Tetyana Mykolajivna

KBasigikanis: 1.6.1., 03.00.15, 03.00.15

InenTudikarop ORCID ID: He 3acrocosyetscs



JoparkoBa iHdpopmamnist:

TloBHe HaliMEeHYBaHHS IOPHIHYHOI 0COOH:
Kop 3a €IPIIOY:

Micue3Haxoa KeHHS:

dopma ByTacHOCTI:

Cdepa ynpassriHHS:

InenTudikarop ROR: He zacrocosyerscs

VII. BizmomocTi npo odiliiHUX OTIOHEHTIB Ta pelleH3€eHTiB
OdiuiiiHi OIOHEHTH
Baacue IlpizBume Im'a Ilo-6aTbKOBI:

1. BosikoB PoMaH AHaTOJ1iHOBUY

2. BoskoB PomaH AHaTo1ilioOBUY

KBasigikamnis: 1.6.1., 03.00.15, 03.00.22
InenTudikarop ORCID ID: He 3acrocosyetbcs
JopaTrkoBa iHdpopmamnist:

IloBHe HaiMEeHYBaHHS IOPHIHYHOI 0COOMH:
Kopg 3a €1PIIOY:

Micue3Haxoa KeHHSI:

dopma ByracHoCTI:

Cdepa ynpasiiHHS:

InenTudikarop ROR: He zacrocosyerscs

Baacwue IlpizBume Im'a Ilo-6aTbKOBI:
1. Ciynsak OznexkcaHznp JIbBoBUY

2. Ciynak Osekcangp JIbBoBUY

KBasigikanis: x.6.1., 03.00.15, ..
InenTudgikarop ORCID ID: He 3acrocosyerbcs
JoparkoBa iHpopmamist:

TloBHe HaliMEeHYBaHHS IOPHIHYHOI 0COOH:
Kop 3a €IPIIOY:

Micue3Haxoa KeHHS:

dopma ByracHoOCTI:

Cdepa ynpasiriHHS:



InenTudikarop ROR: He zacrocosyerscs

Penensentu

VIII. 3ak1104Hi BiZOMOCTI

Bnacwe IlpisBume Im's [To-6aTbKOBI JliH4eBCHKUI AHATOTIA ANAMOBH
TOJIOBH pajgu

Bnacwue Ipizeume Im'st IIo-6aTbKOBI JHHYEBCBKMA AHATOIA ANaMOBIY
TOJIOBYIOYOTO Ha 3acCiiaHHi

BignoBigasibHUI 3a MiATOTOBKY

00JIiIKOBHX JOKYMEHTIB

PeecTpaTtop

KepiBHuk Bigainy YKpIHTEI, mpo €
BiZINOBiZaJIbHUM 32 peeCcTpallilo HayKOBOi IOpuenko T.A.

OisSIIBHOCTI




