O0Js1ikoBa KapTKa aucepTaii

I. 3arasibHi BimOMOCTI

Jep>kaBHHH 00J1iKOBHI HOMep: 0418U003423
Oco006J1uBi TO3HAYKH: BinKpura

JaTa peectpamuii: 29-10-2018

Craryc: 3axumeHa

PexBi3utu Hakasy MOH / Haka3y 3aKjazy:

I1. BizomocrTi nipo 3700yBaya

Baacue IlpizBume Im'a Ilo-6aTbKOBI:
1. IsanoBuyY fpocsas [BaHOBUY

2. Ivanovych Yaroslav

KBasmigikamis:

InenTudikarop ORCID ID: He 3acrocosyerbcs

Bup, pucepranii: kanguzaar Hayk

AcnipaHTypa/JIOKTOpPaHTypa: Tak

IIIndp HaykoBOi crieniaIbHOCTI: 03.00.22

Ha3Ba HayKoOBOIi CIIeniaJIbHOCTI: MoeKyJ/pHa reHeTnKa

T'asy3p / rasysi 3HaHB. He 3aCTOCOBy€THCS

OcBiTHBO-HayKOBa Mporpama 3i creniaJbHOCTI: He 3acTocoByeTbCs
JaTa 3axucry: 11-10-2018

CreniaJIbHICTh 32 OCBITOIO: Biojoris

Micue po6oTu 3400yBaya: TOB "ICIJIA-IVF"

Kopg 3a €IPIIOY: 21642567

Micuesnaxo,szeHHa: B-p Bausiasa 'aBepa, 65, M. Kuis, Kuis, 03126, Ykpaina
dopma BaacHOCTI:

Cdepa ynpaBiriHHS: MiHiCTEPCTBO OXOPOHU 340POB'st YKpaiHu

ImenTudikarop ROR: He zacrocoyerbcs




I11. BimomMocTi mpo opranizariiio, e Big0OyBcsl 3aXHCT
Iudp cnenianizoBaHOi BYEHOI pagH (Pa30Boi CIeliaJi30BaHOI BYEHOI pagu): [l 26.254.01

IloBHe HaliMEeHYBaHHSI IOPHUAHUYHOI 0COOM: [lepkaBHa ycTaHOBa "[HCTUTYT Xap4oBoi 6ioTexHOIOTi Ta

reHoMmiku HAH Ykpainn"

Kopg 3a €IPIIOY: 02128514

Micqesnaxo,zm(eﬂna: Ocunoscekoro 2A, M. Kuis, Kuis, 04123, Ykpaina
dopma BaacHOCTI:

Cdepa ynpaBitiHHS: KomiteT xap4oBoi NpoMucIoBocTi Ykpainu

InenTugikarop ROR: He zacrocosyerscs

IV. BizomocTi nipo nmiznpueMcTBO, yCTaHOBY, OpraHisalliio, B sIKii 0yJ10
BUKOHaHO JHUCEPTALil0

IloBHe HaliIMEeHYBaHHS IOPUAHYHOL 0COOM: IHCTUTYT caniBHuIITBa HarionanbHOi akaziemii arpapHux HayK
Kopg, 3a €IPIIOY: 00413297

MicuesnaxomerHﬂ: Caposa, 23, M. Kuis, Kui, 03027, Ykpaina

dopma By1acHoCTI:

Cdepa praBJIiHHﬂ: MiHicTepcTBO arpapHoi OIiTUKK YKpaiHu

InenTudikarop ROR: He zacrocosyerscs

V. BimomocTi npo guceprauiio

Mosga guceprarii:

Koau TemaTHYHHUX PYOPHK: 34.15.23

Tema gucepranii:

1. TeneTn4He Npo@inOBaHHS 1711 MAPKeP-0MOCEPEIKOBAHOIO AOOOPY COPTIB YepeHi (Prunus avium L.)
YKPaiHCBKOI CeJeKIii

2. Genetic fingerprinting for the marker-assisted selection of Ukrainian sweet cherry (Prunus avium L.) cultivars

Pedepar:

1. BUBYE€HHS r€HETUYHOTO Pi3HOMAHITTS YKPAiHCBKUX COPTIB YepeliHi 3 BukopucraHHam JJTHK-MapkepiB BaKIMBO
ILJIS1 [IPOBE,EHHS LIJIECTIPSIMOBAHUX CEJIEKLIMHUX JOCIIIKEHb, KOHTPOJIIO COPTOBOI iIEHTUYHOCTI Ta TEHETUYHOI
CTabiJIbHOCTI KJIOHIB, YIIpaBJliHHS KOJIEKLiIMU F’eHeTUYHUX PECypCiB Ta 3aXUCTY I1paB ceJlekijioHepis. [eHeTUYHe
npodinoBaHHS YKPaiHCbKUX COPTiB Ta popM yepeliHi (Bcboro 110 reHOTUMiB) 3 BUKOPUCTaHHSIM MOJIEKYJISIPHUX
mapkepis (MM: IRAP, REMAP, ISSR, SSR) KinbKOx THUIIiB 6yJI0 IPOBEIEHO AJ1s1 OLHKY iX IUCKPUMIiHALIMHUAX
MOYKJIMBOCTEN, BUOOPY Haibinb NpuagaTHUX MM 1718 pyTMHHOTO BUKOPUCTAHHS Ta Migd0opy MiHiManIbHO
HeoOXiIHUX HabopiB MiKpocaTesiTHUX JIOKYCiB 115 ineHTudikallii reHOTUIiB, GOPMYyBaHHS FreHETUYHUX POQisiB
COPTIB Ta JONOBHEHHS MIACIIOPTIB COPTIB, OLiIHKY FT€HETUYHO]I CIIOPiIHEHOCTI T€HOTUIIIB. AHAJI3 T€HETUYHOI
CTPYKTypH BUOiIpKU 3 94 T€HOTHIIIB JO3BOJIVB BUSBUTH IE€CATh T€HETUYHYX ITyJ1iB, YOTUPY 3 SIKUX BUSBUJINCH paHime

Heonucanumu. Jlo mysis 4 ta 10 BBifiIM COPTH IPYU CTBOPEHHI SIKUX, IMOBIpHO, 6yJI0 BUKOPUCTAHO PsIfi JIaHApacC Ta



iHmKxX pOpM MiCLIEBOro MOXOAKeHH:I. ['eHeTnyHi nmysm 6 Ta 9 cpopmoBaHi nepesaxHo F1-F3 HamagxaMu copTiB
Iporana skoBTa Ta Banepiit YkanoB. JlocimKeHHs reHiB rocnoiapChKO-1IiHHUX O3HAK MOJISITANIO B imeHTudikarii
asesibHUX BapiaHTiB reHa PavCNRI2 ta reHiB S-y10Kkycy. 3annporioHOBaHO HOBUI MeTOf, ifeHTudikalii anespHux
BapiaHTiB reHa PavCNRI12 i3 3acTocyBaHHSIM KofoMiHaHTHAX CAPS-MmapkepiB. 3 BUKOPUCTaHHSIM PO3POOJIEHOrO
METOAY BCTAHOBJIEHO ajleJIbHUM cTaH reHa PavCNRIZ2 y 70 copTiB yepellHi Ta BUSBJIEHO CYTTEBE NI€PEBaKaHH
yactotu 6akaHoro anesst PavCNRI2-1 nag anensamu -2 ta -3. [y1s1 70 copTiB yepelnHi ykpaiHcbKoi cesexii Ta
necsty GopMm ineHTudikoBaHO 14 BifOMUX ajeliB CAMOHECYMICHOCTI, S-reHoTunu 1a 17 rpyn nepexpecHoi
HecyMicHOCTI. CepeJ, yKpaiHCbKUX COPTIB YepelHi Haibinbll nomupeHuMH € anedi S, S3, S4, S5, S6 ta S9.

XapakTepHUM € JOMiHyBaHHs ajesiB S5 Ta S9, 110 Bifpi3Hse yKpaiHChKi COPTH BiJl iHIINX €BPONIEHCHKUX.

2. The study of the genetic diversity of Ukrainian sweet cherry cultivars using DNA markers is important for
targeted breeding research, control of cultivar identity and genetic stability of clones, management of collections
of genetic resources and protection of breeders' rights. The genetic fingerprinting of Ukrainian sweet cherry
cultivars and accessions (total of 110 genotypes) was conducted using several types of molecular markers (MM):
IRAP, REMAP, ISSR, SSR. The discriminatory capacity of the markers was evaluated. Also, the most suitable MM for
routine use and the minimal sets of microsatellite loci required for genotyping were determined. We created
genetic profiles of the cultivars and complemented the cultivars passports with these profiles, as well as evaluated
the genetic relatedness of the genotypes. The analysis of the genetic structure of 94 cultivars reveals the existence
of ten gene pools, four of which were previously unknown. Genetic pools 4 and 10 include cultivars, which were
probably obtained using some landraces and other forms of local origin. Genetic pools 6 and 9 are predominantly
formed by F1-F3 progeny of Drogans Yellow and Valerii Chkalov. Allelic variants of the PavCNR12 and the S-locus
genes that control economically important traits were identified. A new convenient method for the identification
of allelic variants of the PavCNRI12 gene using codominant CAPS-markers is proposed. Applying this method, the
allelic status of PavCNRI2 was elucidated for 70 sweet cherry cultivars of Ukrainian and foreign breeding. A
significant prevalence of the desirable allele PavCNR12-1 over alleles PavCNR12-2 and -3 was found among the
studied cultivars. S-genotypes were determined for 70 local sweet cherry cultivars, promising breeding clones, 10
wild accessions of Ukrainian origin and 14 foreign cultivars. In total, 14 different S-alleles were detected. The most
common S-alleles were S1 (12.5%), S3 (14.9%), S4 (8.3%), S5 (18.5%), S6 (13.1%) and S9 (21.4%). The relative
occurrence of the identified S-alleles confirms that the studied cultivars belong to the European group of origin.
Characteristic is the domination of the S5 and S9 alleles, which distinguishes the cultivars of Ukrainian origin from
other European ones. All analyzed cultivars were classified into 17 known cross-incompatibility groups (CIG). The
largest groups are CIGs XXXVII (S5S9), VII (S3S5), X (S6S9) and XVIII (S1S9), which include 12, seven, six and six
cultivars, respectively. Most rare are cultivars, which belong to the CIGs II (S1S3), VI (S3S6), XV (S5S6), XXVII
(S4512), XLIII (S2S9), XXX (S6S7) and XVII (S4S6). The cultivar 'Yedyna' was an exception since it carries the alleles
S6 and S17 and was placed in the group O as a universal pollinator.

Jep>kaBHHH peecTpaniiiHuil Homep [iP:

IIpiopuTeTHHI HaNIpSIM PO3BUTKY HayKH i TEXHIKHU:
CrpareriyHui NpiopUTETHUI HAIIPSIM iHHOBaLilHOI AiIJIBHOCTI:
ITizcyMKH JOCTiI>KEeHHS:

Iy6sikaii:

HaykoBa (HayKOBO-TE€XHiYHa) IPOAYKILis:
ConiasIbHO-€KOHOMIYHA CIIPSIMOBAHICTh:

OxopoHHi gokymeHTH Ha OIIIB:

BrnpoBaa>keHHs pe3yJIbTaTiB AHcCepTalii:



3B'S130K 3 HAYKOBHMH TEMaMH:

VI. BizoMocTi mpo HayKOBOr0 K€PiBHUKa /KePiBHHUKIB (KOHCYJIbTAaHTA)

BaacHe IlpizBume Im's I1o-6aThKOBI:
1. BonkoB PoMaH AHaTOJIiliOBUY

2. Volkov Roman

KBasigikanis: 1. 6. 1., 03.00.22
InenTudikarop ORCID ID: He 3acrocosyerbcs
JoparkoBa iHdpopmamnist:

IloBHe HaiMEeHYBaHHS IOPHIHYHOI 0COOH:
Kopg 3a €1PIIOY:

Micue3HaxoO KeHHSI:

dopma By1acHoOCTI:

Cdepa ynpasiiHHS:

InenTudikarop ROR: He zacrocosyerscs

VII. BizomocTi npo odiifiHuX ONOHEHTIB Ta PELeH3€HTiB
O@inifiHi OIOHEHTH
BiacHe IIpizBuie Im'sa I1o-6aTbKOBI:

1. IcaenkoB CraHicsaB BajieHTMHOBUY

2. Isayenkov Stanislav

KBasigikamnis: 1. 6. 1., 03.00.22
InenTudikarop ORCID ID: He 3acrocosyetscs
HoparkoBa indpopmamnist:

IToBHe HallMeHYBaHHS IOPHIHNYHOI 0COOH:
Kopg 3a €IPIIOY:

Micue3HaxoaKeHHS:

dopma BaacHoOCTI:

Cdepa ynpasiiHHS:

ImenTudikarop ROR: He zacrocoyerbcs

BaacHe IlpizBume Im's I1o-6aTbKOBI:
1. KyHax BikTop AHaTOJ/i10B1Y

2. Kunakh Victor Anatoliyovych



KBasigikamnis: 1. 6. 1., 03.00.15
InenTudikarop ORCID ID: He 3acrocosyerses
JoparkoBa iHdpopmamnist:

IloBHe HaiMEeHYBaHHS IOPHIHYHOI 0COOH:
Kopg 3a €1PIIOY:

Micue3Haxoa KeHHSI:

dopma By1acHoCTI:

Cdepa ynpasiiHHS:

InenTudikarop ROR: He zacrocosyerscs

PeuenseHTu

VIII. 3aKkJII04Hi BiZoMOCTi
BiiacHe IIpi3Buine Im'sa ITo-6aTbKOBI
TOJIOBH paju

BsiacHe IIpi3Buie Im'sa ITo-6aTbKOBI
rOJIOBYIOYOTO Ha 3acigaHHi
BigmoBigasbHUH 32 MiATOTOBKY

00JIIKOBHX JJOKYMEHTIB

PeecTpartop

KepiBHuKk Bigginy YKpIHTEI, mpo €
BiZIOBiZaJIbHUM 3a peecTpallilo HayKOBOi

OisIIBHOCTI

E€mMmenp Anna IBaHiBHaA

€menp Ansa IBaHiBHA

FOpuenko T.A.



